endoplasmic |golgi ([plasma extracellular

UniprotkB Entry name organism full name loglcnacscore oglcnac p_h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion . .

ID sites sites reticulum apparatus membrane [region

Q53H76 PLA1A_HUMAN |Homo Phospholipase (19.994096 NaN NaN 37217939 MPPGPWESCFWVGGLILWLSVGSS |False True 1.582 |1.757 |1.837 1.025 0.571 1.438 4.628
sapiens A1 member A GDAPPTPQPKCADFQSANLFEGTDL

KVQFLLFVPSNPSCGQLVEGSSDLQ
NSGFNATLGTKLIIHGFRVLGTKPSW
IDTFIRTLLRATNANVIAVDWIYGSTG
VYFSAVKNVIKLSLEISLFLNKLLVLG
VSESSIHIIGVSLGAHVGGMVGQLFG
GQLGQITGLDPAGPEYTRASVEERLD
AGDALFVEAIHTDTDNLGIRIPVGHV
DYFVNGGQDQPGCPTFFYAGYSYLI
CDHMRAVHLYISALENSCPLMAFPC
IASYKAFLAGRCLDCFNPFLLSCPRIG
LVEQGGVKIEPLPKEVKVYLLTTSSA
PYCMHHSLVEFHLKELRNKDTNIEV
TFLSSNITSSSKITIPKQQRYGKGIIA
HATPQCQINQVKFKFQSSNRVWKK
DRTTIIGKFCTALLPVNDREKMVCLP
EPVNLQASVTVSCDLKIACV




