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UniprotKB Entry name organism full name |oglcnacscore oglcnac e vlation PMIDS sequence intracellular extracellular |cytosol [nucleus mitochndrion em?oplasmlc golgi o extl:acellular
ID sites sites reticulum apparatus / membrane region
Q53HC9 EIPR1_HUMAN Homo EARP and (33.571207 NaN S320 40914422;28510447 MEDDAPVIYGLEFQARALTPQTAET |False True 2.661 (2.624 |0.664 0.618 5.0 1.058 0.798
sapiens |GARP DAIRFLVGTQSLKYDNQIHIIDFDDE

complex- NNIINKNVLLHQAGEIWHISASPAD

interacting RGVLTTCYNRTSDSKVLTCAAVWRM

protein 1 PKELESGSHESPDDSSSTAQTLELLC

HLDNTAHGNMACVVWEPMGDGKK
IISLADNHILLWDLQESSSQAVLASS
IASLEGKGQLKFTSGRWSPHHNCTQ
IVATANDTTLRGWDTRSMSQIYCIEN
IAHGQLVRDLDFNPNKQYYLASCGD
DCKVKFWDTRNVTEPVKTLEEHSH
IWVWNVRYNHSHDQLVLTGSSDSRV
ILSNMVSISSEPFGHLVDDDDISDQE
DHRSEEKSKEPLQDNVIATYEEHED
SVYAVDWSSADPWLFASLSYDGRLV
INRVPRALKYHILL




