UniprotKB Entry name organism [full name (oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em%oplasmlc golgi plasma extr'acellular
ID sites sites reticulum apparatus membrane region
Q53TN4 CYBR1_HUMAN |[Homo Plasma 17.826004 NaN S232;T285 38665916 MAMEGYWRFLALLGSALLVGFLSVI |False True 3.21 1.726  |2.023 1.406 2.188 5.0 4.409

sapiens

membrane
ascorbate-
dependent
reductase
CYBRD1

FALVWVLHYREGLGWDGSALEFNW
HPVLMVTGFVFIQGIAIIVYRLPWTW
KCSKLLMKSIHAGLNAVAAILAIISVV
AVFENHNVNNIANMYSLHSWVGLI
AVICYLLQLLSGFSVFLLPWAPLSLR
AFLMPIHVYSGIVIFGTVIATALMGLT
EKLIFSLRDPAYSTFPPEGVFVNTLG
LLILVFGALIFWIVTRPQWKRPKEPN
STILHPNGGTEQGARGSMPAYSGNN
MDKSDSELNSEVAARKRNLALDEA
GQRSTM




