UniprotKB Entry name [organism [full name oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular|extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi E extl_"acellular
ID sites sites reticulum apparatus membrane [region
Q562B5 PGAMS5_RAT [Rattus Serine/threonine-(23.439218 NaN S86 38843836 MAFRQALQLAACGLAGGSAAVLFSA (True False 2.325 [2.035 |4.62 1.824 0.937 1.72 2.387
norvegicus [protein 'VAVGKPRAGGDADTRTTEPLAWTGA
iphosphatase RPGHGVWDSNWDRREPLSLINLKK
PGAMS, RNVEFGEDELASRLDHYKAKATRHI
mitochondrial FLIRHSQYNVDGSMEKDRTLTPLGR

EQAELTGIRLASLGLKFNKIVHSSMT
RAVETTDIISKHLPGVCRVSTDLLRE
GAPIEPDPPVSHWKPEAVQYYEDGA
RIEAAFRNYIHRADAKQEEDSYEIFIC
HANVIRYIVCRALQFPPEGWLRLSLN
NGSITHLVIRPNGRVALRTLGDTGF
MPPDKITRS




