UniprotKB Entry name |organism full name joglcnacscore oglcnac P, OSPAOLY lation PMIDS sequence intracellular |extracellular|cytosol nucleus mitochndrion en(?oplasmlc golgi [plasma extl:acellular
1D sites sites reticulum apparatus membrane [region
Q562F6 SGO2_HUMAN Homo Shugoshin [16.682301 NaN S1144 30379171;37217939 MECPVMETGSLFTSGIKRHLKDKRI |[None None None |None None None None None None

sapiens

2

SKTTKLNVSLASKIKTKILNNSSIFKI
SLKHNNRALAQALSREKENSRRITT
EKMLLQKEVEKLNFENTFLRLKLN
NLNKKLIDIEALMNNNLITAIEMSSL
SEFHQSSFLLSASKKKRISKQCKLM
RLPFARVPLTSNDDEDEDKEKMQC
DNNIKSKTLPDIPSSGSTTQPLSTQD
NSEVLFLKENNQNVYGLDDSEHISS
IVDVPPRESHSHSDQSSKTSLMSEM
RNAQSIGRRWEKPSPSNVTERKKRG
SSWESNNLSADTPCATVLDKQHISS
PELNCNNEINGHTNETNTEMQRNK
QDLPGLSSESAREPNAECMNQIEDN
DDFQLQKTVYDADMDLTASEVSKIV
TVSTGIKKKSNKKTNEHGMKTFRKV
KDSSSEKKRERSKRQFKNSSDVDIG
EKIENRTERSDVLDGKRGAEDPGFIF
NNEQLAQMNEQLAQVNELKKMTL
QTGFEQGDRENVLCNKKEKRITNEQ
EETYSLSQSSGKFHQESKFDKGQNS
LTCNKSKASRQTFVIHKLEKDNLLP
NQKDKVTIYENLDVTNEFHTANLST
KDNGNLCDYGTHNILDLKKYVTDIQ
PSEQNESNINKLRKKVNRKTEIISG
MNHMYEDNDKDVVHGLKKGNFFF
KTQEDKEPISENIEVSKELQIPALSTR
DNENQCDYRTQNVLGLQKQITNMY
PVQQNESKVNKKLRQKVNRKTEIIS
EVNHLDNDKSIEYTVKSHSLFLTQK
DKEIIPGNLEDPSEFETPALSTKDSG
NLYDSEIQNVLGVKHGHDMQPACQ
NDSKIGKKPRLNVCQKSEIIPETNQI
YENDNKGVHDLEKDNFFSLTPKDK
ETISENLQVTNEFQTVDLLIKDNGNL
CDYDTQNILELKKYVTDRKSAEQNE
SKINKLRNKVNWKTEIISEMNQIYE
DNDKDAHVQESYTKDLDFKVNKSK
QKLECQDIINKHYMEVNSNEKESCD
QILDSYKVVKKRKKESSCKAKNILTK
IAKNKLASQLTESSQTSISLESDLKHI
TSEADSDPGNPVELCKTQKQSTTTL
NKKDLPFVEEIKEGECQVKKVNKMT
SKSKKRKTSIDPSPESHEVMERILDS
IVQGKSTVSEQADKENNLENEKMVK
NKPDFYTKAFRSLSEIHSPNIQDSSF
DSVREGLVPLSVSSGKNVIIKENFAL
ECSPAFQVSDDEHEKMNKMKFKVN
RRTQKSGIGDRPLQDLSNTSFVSNN
TAESENKSEDLSSERTSRRRRCTPFY
FKEPSLRDKMRR




