IAIETKEEMGDYIRSYSVSQFQKTYSL
PEDDDFIKRKEKAIKTVVDLSEVYKP
RRKYKRHQGAEELLDEESRIHATLL
EYGRRYGFSRQSKMEKAEDKKTALP
IAGLSATEKADAHEEDELRAAEEQRI
QSLMTKMTAMANEESRLTASSVGQI
IVGLCSAEIKQIVSEYAEKQSELSAEE
SPEKLGTSQLHRRKVISLNKQIAQKT
KHLEELRASHTSLQARYNEAKKTLT
ELKTYSEKLDKEQAALEKIESKADPS
ILQNLRALVAMNENLKSQEQEFKAH
CREEMTRLQQEIENLKAERAPRGDE
KTLSSGEPPGTLTSAMTHDEDLDRR
'YNMEKEKLYKIRLLQARRNREIAILH
RKIDEVPSRAELIQYQKRFIELYRQIS
AVHKETKQFFTLYNTLDDKKVYLEK
EISLLNSIHENFSQAMASPAARDQF
LRQMEQIVEGIKQSRMKMEKKKQE
NKMRRDQLNDQYLELLEKQRLYFK

TVKEFKEEGRKNEMLLSKVKAKAS

UniprotKB Entry name organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular|extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
Q567U6 CCD93_HUMAN [Homo Coiled- 27.086674 NaN S298;S301;S305 28657654 MGLPRGPEGQGLPEVETREDEEQN |False False 2.415 [2.744 [1.111 0.93 1.763 1.577 1.155
sapiens [coil VKLTEILELLVAAGYFRARIKGLSPFD
domain- KVVGGMTWCITTCNFDVDVDLLFQ
containing ENSTIGQKIALSEKIVSVLPRMKCPH
protein 93 QLEPHQIQGMDFIHIFPVVQWLVKR




