UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p'h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi plasma extr'acellular
ID sites sites reticulum apparatus membrane [region
Q569K6 CC157_HUMAN [Homo Coiled- 28.275761 NaN NaN 39894887 MAHLLGSQACMESLRTDLTDLQGAI |False False 1.359 |1.688 |0.281 False False False 0.281
sapiens |[coil 'VDVFSRAGPVRFPSWKFPDRMACD

domain- LDMVALLEHYDHVPGDPEFTQLSHA

containing VLLELVIDRLLLLLQSCMSYLENLGS

protein EQMMPPAQAAGPCMSVGLTVRRFW

157 DSLLRLGTLHQQPLPQKGANQRETP

TSKPTTKGEPARSPEYLTTKLIKPSSP
VLGLPQTCQEPESIPVRASLQFPATT
FKNTRSVHSQTIETALVPCDACASV
QGSLQKVGKVVISLCQSQNLPSSLG
QFQQLVQDSMGLRPLPAATVGRWA
AEQRKDLTRLSKHVEALRAQLEEAE
GQKDGLRKQAGKLEQALKQEQGAR
RRQAEEDEQCLSEWEHDKQQLLTE
TSDLKTKMATLERELKQQRESTQAV
EAKAQQLQEEGERRAAAERQVQQL
EEQVQQLEAQVQLLVGRLEGAGQQ
VCWASTELDKEKARVDSMVRHQES
LQAKQRALLKQLDSLDQEREELRGS
LDEAEAQRARVEEQLQSEREQGQC
QLRAQQELLQSLQREKQGLEQATTD
LRLTILELERELEELKERERLLVAFP
DLHRPTETQIHGGRSSSVESQITCPT
DSGNVTDHMERQVQSNDIRIRVLQE
ENGRLQSMLSKIREVAQQGGLKLIP
QDRLWSPSSKGTQGATPPVQAKSTS
PGPLGRQHLPSSRTGRTLLGQPCTS
PPRQPCTSPPRQPCTSPPRQPCTSPS
RQPCSQPSKSLLEGVTHLDTCTQNPI
KVLVRLRKRLSPGRGQASSAHQPQE
RPM




