
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q56UN5 M3K19_HUMAN Homo
sapiens

Mitogen-
activated
protein
kinase
kinase
kinase
19

28.275761 NaN NaN 39894887 MSSMPKPERHAESLLDICHDTNSSP
TDLMTVTKNQNIILQSISRSEEFDQD
GDCSHSTLVNEEEDPSGGRQDWQP
RTEGVEITVTFPRDVSPPQEMSQED
LKEKNLINSSLQEWAQAHAVSHPNE
IETVELRKKKLTMRPLVLQKEESSRE
LCNVNLGFLLPRSCLELNISKSVTRE
DAPHFLKEQQRKSEEFSTSHMKYSG
RSIKFLLPPLSLLPTRSGVLTIPQNHK
FPKEKERNIPSLTSFVPKLSVSVRQS
DELSPSNEPPGALVKSLMDPTLRSS
DGFIWSRNMCSFPKTNHHRQCLEK
EENWKSKEIEECNKIEITHFEKGQSL
VSFENLKEGNIPAVREEDIDCHGSK
TRKPEEENSQYLSSRKNESSVAKNY
EQDPEIVCTIPSKFQETQHSEITPSQ
DEEMRNNKAASKRVSLHKNEAMEP
NNILEECTVLKSLSSVVFDDPIDKLP
EGCSSMETNIKISIAERAKPEMSRM
VPLIHITFPVDGSPKEPVIAKPSLQTR
KGTIHNNHSVNIPVHQENDKHKMN
SHRSKLDSKTKTSKKTPQNFVISTEG
PIKPTMHKTSIKTQIFPALGLVDPRP
WQLPRFQKKMPQIAKKQSTHRTQK
PKKQSFPCICKNPGTQKSCVPLSVQP
TEPRLNYLDLKYSDMFKEINSTANG
PGIYEMFGTPVYCHVRETERDENTY
YREICSAPSGRRITNKCRSSHSERKS
NIRTRLSQKKTHMKCPKTSFGIKQE
HKVLISKEKSSKAVHSNLHDIENGD
GISEPDWQIKSSGNEFLSSKDEIHP
MNLAQTPEQSMKQNEFPPVSDLSIV
EEVSMEESTGDRDISNNQILTTSLR
DLQELEELHHQIPFIPSEDSWAVPSE
KNSNKYVQQEKQNTASLSKVNASRI
LTNDLEFDSVSDHSKTLTNFSFQAK
QESASSQTYQYWVHYLDHDSLANKS
ITYQMFGKTLSGTNSISQEIMDSVN
NEELTDELLGCLAAELLALDEKDNN
SCQKMANETDPENLNLVLRWRGST
PKEMGRETTKVKIQRHSSGLRIYDR
EEKFLISNEKKIFSENSLKSEEPILW
TKGEILGKGAYGTVYCGLTSQGQLIA
VKQVALDTSNKLAAEKEYRKLQEEV
DLLKALKHVNIVAYLGTCLQENTVSI
FMEFVPGGSISSIINRFGPLPEMVFC
KYTKQILQGVAYLHENCVVHRDIKG
NNVMLMPTGIIKLIDFGCARRLAWA
GLNGTHSDMLKSMHGTPYWMAPE
VINESGYGRKSDIWSIGCTVFEMATG
KPPLASMDRMAAMFYIGAHRGLMP
PLPDHFSENAADFVRMCLTRDQHE
RPSALQLLKHSFLERSH

False False 2.905 2.361 0.521 0.737 False 0.834 0.933


