UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q571F8 GLSL_MOUSE [Mus Glutaminase [23.627151 NaN NaN 37453647 MRSMRALQNALSRAGSHGRRGGW ([True False 2.785 [2.825 |4.787 2.011 1.327 2.489 2.463
musculus [liver isoform, GHPSRGPLLGRGVRYYLGEAAAQGR
mitochondrial GTPHSHQPQHSDHDASHSGMLPRL

GDLLFYTIAEGQERIPIHKFTTALKAT
GLQTSDPRLQDCMSKMQRMVQESS
SGGLLDRELFQKCVSSNIVLLTQAFR
KKFVIPDFEEFTGHVDRIFEDAKEPT
GGKVAAYIPHLAKSNPDLWGVSLCT
IVDGQRHSVGHTKIPFCLQSCVKPLT
[YAISVSTLGTDYVHKFVGKEPSGLRY
NKLSLNEEGIPHNPMVNAGAIVVSS
LIKMDCNKAEKFDFVLQYLNKMAG
NEFMGFSNATFQSEKETGDRNYAIG
YYLKEKKCFPKGVDMMAALDLYFQL
CSVEVTCESGSVMAATLANGGICPIT
GESVLSAEAVRNTLSLMHSCGMYD
FSGQFAFHVGLPAKSAVSGAILLVVP
NVMGMMCLSPPLDKLGNSQRGINF
CQKLVSLFNFHNYDNLRHCARKLD
PRREGGEVRNKTVVNLLFAAYSGDV
SALRRFALSAMDMEQKDYDSRTAL
HVAAAEGHIEVVKFLIEACKVNPFVK
DRWGNIPLDDAVQFNHLEVVKLLQ
DYHDSYLLSETQAEAAAETLSKENL
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