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D Entry name |organism name loglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion ::321]1)1]1‘
Q571G4 LIN54_ MOUSE Mus Protein [41.054017 T106;T109;T235;5238;T257;T260;T |S264;5282;S310;S314;S63540885482;36852467;35822049;400 MEVVPAEVNSLLPDDIMDTAITLVD |False False 1.661 (3.692 [0.794 False
musculus [lin-54 261;S274;S276;T365;T367;T368;S3 21952;29187734;40997131 EDSIEAVIVSSPIPMETELEEIVNINS
homolog 71;S372;T429 TGDSTATPISTEPITVYSNHTNQVAV

NTTVSKADSNTTVKPAFPSGLQKLG
IAQTPVTISANQIILNKVSQTSDLKLG
NQTLKPDGQKLILTTLGKSGSPIVLA
LPHSQLPQAQKVTAQAQPGDAKLPP
QQIKVVTIGGRPEVKPVIGVSALTPGS
QLINTTTQPSVLQTQQLKTVQIAKKP
RTPTSGPVITKLIFAKPINSKAVTGQT
TQASPPVVTGRVLSQSTPGTPSKTITI
SESGVIGSTLNSTTQTPNKIAISPLKS
PNKTVKSAVQTITVGGMSTSQFKTII
PLATAPNVQQIQVPGSKFHYVRLVTA
TTASSSAQPVSQSPSVNTQPLQQAK
PVVVNTTPVRMSVPFVQAQAVKQVV
PKPINSTSQIVTTSQPQQRLIMPATPL
PQIQPNLTNLPPGTVLAPAPGTGNV
GYAVLPAQYVTQLQQSSYVSIASNSN
FTGTSGIQTQARLPFNGIIPSESTSRP
RKPCNCTKSLCLKLYCDCFANGEFC
NNCNCTNCYNNLEHENERQKAIKA
CLDRNPEAFKPKIGKGKEGESDRRH
SKGCNCKRSGCLKNYCECYEAKIMC
SSICKCIGCKNFEESPERKTLMHLA
DAAEVRVQQQTAAKTKLSSQISDLLT
RPTPALNSAGGKLPFTFVTKEVAEAT
CNCLLAQAEQADKKGKSKAAAERMI
LEEFGRCLMSVINSAGKAKSDPCAM
HC




