UniprotKB Entry name |organism full name oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr"acellular
ID sites sites reticulum apparatus membrane [region
Q58F21 BRDT HUMAN Homo Bromodomain [19.994096 NaN S187 37217939 MSLPSRQTAIIVNPPPPEYINTKKNG |None None None |None None None None None None
sapiens testis-specific RLTNQLQYLQKVVLKDLWKHSFSW
protein PFQRPVDAVKLQLPDYYTIIKNPMDL

NTIKKRLENKYYAKASECIEDFNTM
FSNCYLYNKPGDDIVLMAQALEKLF
MQKLSQMPQEEQVVGVKERIKKGT
QQNIAVSSAKEKSSPSATEKVFKQQ
EIPSVFPKTSISPLNVVQGASVNSSS
QTAAQVTKGVKRKADTTTPATSAVK
IASSEFSPTFTEKSVALPPIKENMPKN
IVLPDSQQQYNVVKTVKVTEQLRHCS
EILKEMLAKKHFSYAWPFYNPVDVN
IALGLHNYYDVVKNPMDLGTIKEKM
DNQEYKDAYKFAADVRLMFMNCYK
YNPPDHEVVTMARMLQDVFETHFS
KIPIEPVESMPLCYIKTDITETTGREN
TNEASSEGNSSDDSEDERVKRLAKL
QEQLKAVHQQLQVLSQVPFRKLNKK
KEKSKKEKKKEKVNNSNENPRKMC
EQMRLKEKSKRNQPKKRKQQFIGLK
SEDEDNAKPMNYDEKRQLSLNINKL
PGDKLGRVVHIIQSREPSLSNSNPDE
IEIDFETLKASTLRELEKYVSACLRKR
PLKPPAKKIMMSKEELHSQKKQELE
KRLLDVNNQLNSRKRQTKSDKTQPS
KAVENVSRLSESSSSSSSSSESESSS
SDLSSSDSSDSESEMFPKFTEVKPN
DSPSKENVKKMKNECIPPEGRTGVT
QIGYCVQDTTSANTTLVHQTTPSHV
MPPNHHQLAFNYQELEHLQTVKNI
SPLQILPPSGDSEQLSNGITVMHPSG
DSDTTMLESECQAPVQKDIKIKNAD
SWKSLGKPVKPSGVMKSSDELFNQ
FRKAAIEKEVKARTQELIRKHLEQNT
KELKASQENQRDLGNGLTVESFSNK
IQNKCSGEEQKEHQQSSEAQDKSKL
IWLLKDRDLARQKEQERRRREAMVG
TIDMTLQSDIMTMFENNFD




