UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus jmitochndrion em!oplasmlc golgi plasma extr.acellular
ID name sites sites reticulum apparatus membrane [region
Q58FF6 H90B4 HUMAN |Homo Putative [20.226971 NaN NaN 37217939;28510447 MSLIINTFYSNKEIFLQELISNASDAL |[None None None |[None None None None None None

sapiens

heat
shock
protein
HSP 90-
beta 4

DKIRYESLTDPSKLDGGKELKIDIIPN
PRECILTLVNTGIGMTKADLINNLGA
IAKSGTEAFMEAFQSCAEISMIGQFG
IVGFYSAYLVAEKVAITKHNDEEQYS
IWVSSAGSSFTLHVDHGEPIDRDTKV
ILHLKEDQTEYLEERWVKEVVKKHP
QFIGCLIAVYLEKEPEKEISDDEEEK
GEKEEEDKDDKEKPKTEDVGSDEED
DTDKNNKKKTKKIKEKYTDREELNQ
TKPIWTRNPDDITQEECGEFYKSLTS
IAWEDHLAVKQFPVEEQEENEQLCV
HHVWIMDSFDDLMPEYVGFVREDK
ENNKKLDEVFSKISWLGIHEDSINW
RHLSELLWSHTFQSGDEMTSLSEYV
SCMKEAQKSICDIIGECKEQVANSAF
VEQEWKKGFEVIYMSEPIDEYCVQQ
LKEFDGKSLLSVTKEGLELPEDEEEK
KIMEESNVKFENLCRLMKEILDKKV
ERVTISSRLVSSPCRIVTSTYS




