}Jl;l iprotKB Entry name organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_acelll
name sites sites reticulum |apparatus membrane region
Q58FF7 H90B3_HUMAN Homo Putative 28.556466 S307;S574 [NaN 23271734;37217939;29351928 MPEEVHHGEEEVETFAFQAEIAQLI |None None None |None |None None None None None
sapiens heat SLIINTFYSNEEIFLQELISNASDALD
shock KIRYESLTDPSKLDSGKELKIDIIPNP
protein QERTLALVDTGIGMTKADLINNLRTI
HSP 90- AKSGTKACMEALQAEKLVVITKHND
beta-3 DEQYAWESSAGGSFTVHADHGEPIG

RGTKVILHLKEDQTEYLEERRVKEVV
KKHSQFIGYPITLYLEKEQDKEISDD
EAEEEKGEKEEEDKDDEEKPKIKDV
GSDEEDDSKEYGEFYKSLTSDWEDH
LAVKHFSVEGQLEFRALLFSPRRAPF
DLFENKKKKNNIKLYVRRVFIMDSC
DELIPEYLNFIHGVVDSEDLPLNISR
EMLQQSKILKYVSHMKETQKSTYYIT
GESKEQVANSAFVERVRKQGFEVVY
MTEPIDEYCVQQLKEFDGKSLVSVT
KEGLELPEDEEEKKKMEESKEKFEN
LCKLMKEILDKKVEKVTISNRLVSSP
CCIVTSTYGWTANMEQIMKAQALRD
NSTMGYMMAKKHLEINPDHPIMET
LRQKAEADKNDKAVKDLVVLLFETA
LLSSGFSLEDPQTHSNHIYHMIKLG
LGTDEDEVAAEEPSDAVPDEIPPLEG
DEDASRMEEVD




