g;l iprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular (cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane region
Q5BJB9 Q5BJB9_DANRE [Danio Thioredoxin- (26.412228 NaN NaN 40044042 MAATIGRLLGASARGAAVCGLKTLV |NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio dependent PRNGASVIRAPQPLACIAAQKACFSI
peroxide SAARWAPAVTQAAPHFKGTAVINGE
reductase, FKEISLGDFKGKYLVLFFYPLDFTFV
mitochondrial

CPTEIVAFSDKANEFHDVNCAVVGV
SVDSHFTHLAWTNTPRKSGGLGKIQ
IPLLADLTKQVSRDYGVLLEGPGIAL
RGLFIIDPNGIVRHMSVNDLPVGRSV
EETLRLVKAFQFVETHGEVCPASWT
PKSPTIKPTPDGSKEYFEKVN




