UniprotKB Entry name |organism full loglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma
ID name sites reticulum apparatus membrane
Q5BJH7 'YIF1B_HUMAN Homo Protein |30.080581 S28;T42;544;S47 T13;S65 38665916;35289036;31492838;292 |MHPAGLAAAAAGTPRLRKWPSKRRI |False True False |False 0.469 5.0 4.0 2.25
sapiens [YIF1B 37092;39531497;30620550;351328 |PVSQPGMADPHQLFDDTSSAQSRGY
62;40596516;35254053 GAQRAPGGLSYPAASPTPHAAFLAD

PVSNMAMAYGSSLAAQGKELVDKNI
DRFIPITKLKYYFAVDTMYVGRKLGL
LFFPYLHQDWEVQYQQDTPVAPRFD
VNAPDLYIPAMAFITYVLVAGLALGT
QDRFSPDLLGLQASSALAWLTLEVL
AILLSLYLVTVNTDLTTIDLVAFLGYK
'YVGMIGGVLMGLLFGKIGYYLVLGW
CCVAIFVFMIRTLRLKILADAAAEGV
PVRGARNQLRMYLTMAVAAAQPML
MYWLTFHLVR




