UniprotkB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma ext
ID sites  |[sites reticulum |apparatus membrane [rec
Q5BKT4  |AG10A_HUMAN |Homo Dol-P- 27.130087 T314  [NaN 30620550;35254053 [ MAQLEGYYFSAALSCTFLVSCLLFSA |None None None [None [None None None None No

sapiens

Glc:Glc(2)Man(9)GlcNAc(2)-
PP-Dol alpha-1,2-
glucosyltransferase

FSRALREPYMDEIFHLPQAQRYCEG
HFSLSQWDPMITTLPGLYLVSIGVIK
PAIWIFGWSEHVVCSIGMLRFVNLL
FSVGNFYLLYLLFCKVQPRNKAASSI
QRVLSTLTLAVFPTLYFFNFLYYTEA
GSMFFTLFAYLMCLYGNHKTSAFLG
FCGFMFRQTNIIWAVFCAGNVIAQK
LTEAWKTELQKKEDRLPPIKGPFAEF
RKILQFLLAYSMSFKNLSMLLLLTW
PYILLGFLFCAFVVVNGGIVIGDRSS
HEACLHFPQLFYFFSFTLFFSFPHLL
SPSKIKTFLSLVWKRRILFFVVTLVSV
FLVWKFTYAHKYLLADNRHYTFYVW
KRVFQRYETVKYLLVPAYIFAGWSIA
DSLKSKSIFWNLMFFICLFTVIVPQK
LLEFRYFILPYVIYRLNIPLPPTSRLIC
ELSCYAVVNFITFFIFLNKTFQWPNS
QDIQRFMW




