UniprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular
ID name sites reticulum apparatus / membrane [region
Q5BKX8 CAVN4_HUMAN [Homo Caveolae- (18.379595 NaN S172;S173;T326;T336;S355(30379171 MEHNGSASNADKIHQNRLSSVTED (False True 3.744 |3.113 1.16 1.207 1.132 5.0 1.262
sapiens |associated EDQDAALTIVTVLDKVASIVDSVQAS
protein 4 QKRIEERHREMENAIKSVQIDLLKLS

QSHSNTGHIINKLFEKTRKVSAHIKD
IVKARVEKQQIHVKKVEVKQEEIMKK
NKFRVVIFQEKFRCPTSLSVVKDRN
LTENQEEDDDDIFDPPVDLSSDEEY
'YVEESRSARLRKSGKEHIDNIKKAFS
KENMQKTRQNLDKKVNRIRTRIVTP
ERRERLRQSGERLRQSGERLRQSGE
RFKKSISNAAPSKEAFKMRSLRKGK
DRTVAEGEECAREMGVDIIARSESL
GPISELYSDELSEPEHEAARPVYPPH
EGREIPTPEPLKVTFKSQVKVEDDES

LLLDLKHSS




