UniprotKB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr:acellular
ID name sites sites reticulum apparatus membrane region
Q5BLF7 Q5BLF7_DANRE |Danio NaN [26.412228 NaN NaN 40044042 MESYRTLTVPLLSLLGLTLISAFNLD |[NaN NaN NaN [NaN NaN NaN NaN NaN None

rerio

TVNVIRKTGDANSLFGFSMAMHRQ
LRPADKRMLLVGSPKAKALPNQRSK
ITGGLYNCDINIPGQSCQRVMFDNE
ENLQTENKENQWMGVTVQSQGPG
GKILVCAHRYQRRLFVGSVQELRDL
TGRCYVLSEDVTINEISDEDGGDWM
FCNGRNRGHERFGSCQQGMSATFT
KDYHYLVFGAPGAYNWKGIVRLEQK
NTSLFDKDIFDDGPYEVGDENRLDA
ELVPVPANSYLGFSLDSGKMLTKRG
QLTIVAGAPRANHSGAVVLLKKDEA
KSSLLTAEYTLEGSGLASSFGYDLAV
LDINGDGWQDIVVGAPQYFIKDGDIG
GAIYVYLNEEGAWDKITPKRIDGPAY
SMFGLAVENMGDVNLDGYQDVAVS
APYDSNGAGNVIIFHGSPQGLKKSQ
VLGGKDHNVKLFGYSLAGNMDLDR
NNYPDLAIGSLSDSVFVYRSRSVINI
EKTVITTPKELDLTKKNCNNGNNIC
LDVKACFKFSVKPKTYNPTLKVAYTI
RVESERKKLNLPSRVIFNPRSNNDY
ESTGIVELKGQGTESCIYRNLMLQET
LKDKLRGIPIEVSVEILNQNKRRRRQ
AALPNLLPILDSNQEATTVAMVQFIK
EGCGADHLCQSDLQLQYKFHTREP
NKDNFFPFDEEKGVPILSLSDQKEIA
LEIKAVNLGEDAYETQLTASFPKSLS
YSAVRTQSGDKQISCLVNQNGSQAD
CDLGNPFKKDAQTTFYIILSTGGISLD
TTEIEIDLKLKTTSEQKQLQAVKAKAI
VKIQLLLSLSGVAKPSQVFFTGEVKG
ESAMKVAGDVGSPIDYEFRVTNLDK
PLKSFGRASMIIQWPKHNSQGKWLL
YLMKMTSTGLDSLSCTNSDEVNKL
GLKELSVSRTKREVGETSAAEGKTAF
FTDKRKYTLLSCDDGAECITFICPLT
GMDSNAVISLRAYLWNATFLEDYAK
LNYVDIIAKASLDFKTTATNIQLKNE
PSQVRVTVFPERKVAQYGGMPWWVI
LVAILLGLLLLGLLVFLLWKCGFFKR
SKYDDSVPSYNAVRIKREERDNLSG

KDEMDSSEKKQWMTSWNENESYS




