
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

Q5C9Z4 NOM1_HUMAN Homo
sapiens

Nucleolar
MIF4G
domain-
containing
protein	1

39.126795 T167;T653 S57;S139;S317;S320;S321 25367160;40596516;40914422;395
31497;18984734

MAASRSAGEAGPGGSQGRVVRMKR
RGGRGPRRGPAGGGEKALKRLKLAV
EEFVHATSEGEAPGGCEGRGAPVSF
RPGGRKSRKELRKEKRHLRKARRLQ
RTAGPEQGPGLGGRSGAEEASGHR
QDTEERARPAPSRDPSPPRKPRPSRV
KAKATAATAKTRPSAAATAAARKRAL
LAANEEEDREIRKLERCLGLNKRKK
KDGSSSVPLSFARDGLDYILGALESG
KNSGLYDSSGEEEEDAGQTLPESDL
ESDSQDESEEEEEGDVEKEKKAQEA
EAQSEDDDEDTEEEQGEEKEKGAQ
EKRRGKRVRFAEDEEKSENSSEDGD
ITDKSLCGSGEKYIPPHVRQAEETVD
FKKKEELERLKKHVKGLLNRLSEPN
MASISGQLEELYMAHSRKDMNDTL
TSALMGACVTASAMPSRLMMEHVL
LVSILHHTVGIEVGAHFLEAVVRKFD
AIYKYGSEGKECDNLFTVIAHLYNFH
VVQSLLIFDILKKLIGTFTEKDIELILL
MLKNVGFSLRKDDALSLKELITEAQ
TKASGAGSEFQDQTRIRFMLETMLA
LKNNDMRKIPGYDPEPVEKLRKLQR
ALVRNAGSGSETQLRVSWDSVLSAE
QTGRWWIVGSAWSGAPMIDNSHHT
HLQKQLVGTVSSKILELARKQRMNT
DIRRNIFCTIMTSEDFLDAFEKLLKL
GLKDQQEREIIHVLMDCCLQEKTYN
PFYAFLASKFCEYERRFQMTFQFSI
WDKFRDLENLPATNFSNLVHLVAH
LLKTKSLSLSILKVVEFSELDKPRVR
FLRKVLSILLMETEVEDLSLIFTRVS
DNPKLGVLREGLKLFISHFLLKNAQ
AHRSADEANVLREKADLATKCLQGK
ASLRM

True False 0.864 5.0 0.789 0.708 0.72 0.792


