}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation |, 11y sequence intracellular [extracellular [cytosol nucleus|mitochndrion |*, .. | golgi plasma extra
sites sites reticulum  |apparatus|/membrane [regio
Q5CZCO0 FSIP2_HUMAN Homo Fibrous 23.174228 T2001;S3939(S430 30379171;30620550;34105348  MELYLGACSKPAKVAVTKTVASVLA [None None None [None None None None None None
sapiens [sheath- IADTQQCRDGVHKTHFAGVGPAQLL
interacting DLPLGVKLPVIPGSNAVFYTTNFGEK
protein 2 LFRPSYGFNLTDPYCRLLENQYKSL

HDPHLKAYYKRKDILKRLKKGGYITS
NNKVVCTLRELNKYRQYLTSLKLDF
ERNYIKEQRILAKQLHNIPENNQIPQ
HCDVAQVQNWLLKEGTESIKDQERL
MRHRYLDMISRKLEQLERTAEEQRL
FLMDREERRQREHTRRKLTLRRKIE
EEWKTKEMLLLTRMAEDVKREERIE
EQQHRNREESDRKKQDLLEKKMAY
HLQKMQDTGFNGEDIGKNTFKYRG
QDGTHASPKNKKKTSEDIMLVYPAG
DQNTYKETHGHTANAAHQRQNSSN
NFTKKNSASVVYQADVQDNGINQKR
DGMVSKNSSIFDDRGGINISGQGSII
SAQVSPTRNFSRVSQAFLDPSKEEK
ETNADWDGRPTKRSSYLCESGPQA
HATDPGIFSSPVYTNMQQNLLQNCL
QEKVTSEELNIIIQNVMTWVVATVTS
ILYPAITKYEKRLQNNTYPVSDDSILS
SDSSSFCSTCSEDFTYRSYTSATTKT
FQAEPCAFVVDTSVRRPTTPIKPPPA
HVEKTVVGKTCHIKGQSIISKHKYNK
TNLLYSYPKLRSCKSDSHLLASFETG
TKKSKDATTETDSLGSSLHCDKTAK
IAMDEMKNLKNVFVNFKCYLKGETE
VILESILREIMSDLTQAIPSLSSVTAE
VFVEQCEREKEILLSNAHIPSVASEIV
ENMLEKLESAVEKKCVEMFSQDLS
VDIKPSLAASDELLTSSNGKPLKNS
MPHTLDPMCDIAEDMVHAILEKLM
TLVSFKQNEFLHLKDTNKLSCQQHK
TDPICMFLQRAGKNKSSLESDEASLI
VNEEVQNLISNIFSQSSLVAYIEEAIN
AILGYIQTELNNERIIASEETVVLLQL
LEDILFQLHQEPVNESFQKSRQPRIS
SPSDTKEKYRLTGTRLSNSPRSGRPF
PPINVPGMVLYSDDENEEIDNIVKN
VLDSTFKDEKVKSQEQIPNHWFTKG
NTCFECKRNIKPPTKPGSRSKAAFH
DWELKTEPPSTNHEDILKKKLSSNK
DISTFSQDQKHQIEKASENIVTSILKE
MLKDISSVPFGHLDSKTGSEASVLVS
EKPQGLSHQEWIDQMFSVSEISTVA
QEITDSVLNILHKASNYISNTTKSSIS
SSVHQISLHNSDTEHIVKEAPNKYPL
KTWFDSEKKMKYLSLFDVDPEKPP
WLKSGKSEPKPVDDINDKIIRTIFKR
LKSFICPKLHMGFKSSLRSQLSKYTA
KIVNIVLCAIQNELELHKENLNLREI
DHTKSLTDKGFFANTDKKLESLVTSI
DDDILASPLLTCIYDMLLSSENAHQR
SISLSSRKPKSATDSVDVQSILPNRQ
DKKSFHKYLATPCTHHSVNGGNHIK
ENAKLQVLERIGETLHEMLSKLLGT
HLHSQLSCSQQSREMTNKNQKMAA
IALQSNIQLISKAILDYILAKLCGVDM
DTSFASCGLKAISESLDIDNPSFASII
EKMAKSTKIISSIVSRRVQEDNKEET
KSKAKPVAPVSSKTPSTKEMHPNKL
KAVASDILNMVFAKLEGFANGHLET
LGAINDGNKKSNKIGWEYESTNISR
DTHEASFLSALYMHAKKVSSAILKVI
QTELNVTSSDLKTSVENPPPETQILK
YVVKLILDAVSSDMFNEMESEGGGI
ETYRYRPTYGSLPGGAESDSFLEDDA
YTAKKIIDERSPQREEVKTRSLKQWA
LEKTLNKIEVKLKEPHISPIAPIIRNIL
NEIFQSTLINQLNVLSLSHSNFNGM
PHNVDEPTPQTSVQFMDKMMDPLL
SEADITIVTDNIVRTVFHKLYSAAMT
ERNVRENRYKTITFSANVSSHEHTY
KGKSSVTALDENPCTFQSRFSVADK
ETKVNLAEDIVQAILTNLETFATSKV
KSLFYSQVNFTVPVALPIQQDHSTLS
KALSAKDSYSDEQFSCCSVDHTKSG
KTNLCQLSLSKLNTYALQVARRNLQ
GIKQELDKERENPFLTHDIGISESIAS




QIVNALLDIISRKGKCDKNSSDKEID
LDQQKGVIEKLLNETKYRKVLQLQIQ
DTIEGILCDIYEKTLFQNNLSFATPTL
KCSIADKHSEENSEMFMEGANKIIP
KLSVPKSDVILISNDIVNIVLHNLSSA
IATLVINAKNPTSARLPLTFCDTFPKI
DCQQPLKGSKTERKTERFSYSRNQK
SAYADDNQITVVEKEDTQKSATDSC
EENANFITKTIFKRLESFATERIDSLI
TLAFQSKEKSFVIPELENCKQNDSIF
YDSSQVESDVNVLKISATETILSQEL
TDFTFVGRREKLGSTIHLSQARLKTY
IADVIASAILKLIKNDLDLEIQKIYPYQ
NNILFQENIIVSEIVDSMLKMLDDKR
SVKEICFNSKENSNFSQLALSNEILL
GHKEKERSTKQSLFTKYPLEQNQMI
LENKRQIIVLEEIFMRNGESKNKEK
GELLIAVEELLNKLYQRVREVTGHLP
PLNETANFISNSKIKTSDTTQKNSFQ
SHINSVANDIVESVLGKMYLVVVTSL
YENNKSRTEVEISDHNDSLLMKPLR
FRETKQAGKISNSPRYAISQAYSYVD
SQNISVMENTLLPYLPLQVKKDLIQ
MVLNKITNFVSLPLKVSPKDNPKPC
FKAHLKTRSKITTLPKFTKKTHLGLS
IAAKAKSKTKLGPGEKTLKDSRSKTAI
GLSHIMSAGDAKNLLDTKLPTSELKI
[YAKDIIINILETIVKEFGKVKQTKALPS
DQIIAAGKIVNTVLQELYVTNNCNLA
YPMKSSHLRLSQGNIGTGSLPKQQA
CFYLENVSSQLEHIFPREGIFKKLFD
KWQTESNDKENEKCKLLMIAENVL
TEISIKAKELEYSLSLLNLPPLENCES
RFYNHFKGASTRAEDTKAQINMFGR
EIVEMLLEKLQLCFLSQIPTPDSEET
LSNSKEHITAKSKYGFPNKHSLSSLP
TYNTKTKDQISVGSSNQIVQEIVETVL
NMLESFVDLQFKHISKYEFSEIVKM
PIENLSSIQQKLLNKKMLPKLQPLK
MFSDKSESNTINFKENIQNILLRVHS
FHSQLLTYAVNIISDMLAVIKNKLDN
EISQMEPSSISILKENIVASEIIGTLM
DQCTYFNESLIQNLSRESLFQGAEN
IAYTVNQVELATNMKMFTSKLKEGSL
GINPSQVSKTGFVFCSDEDMKEKYR
IVSSDLPTSVRSSVEDTVKNSEPTKRP
DSETMPSCSTRNKVQDHRPRESNF
GSFDQTMKGNSYLPEGSFLQKLLRK
IASDSTEAALKQVLSFIEMGKGENLR
VFHYENLKPVVEPNQIQTTISPLKICL
IAAENIVNTVLSSCGFPSQPHTNENR
EIMKPFFISKQSSLSEVSGGQKDNE
KSLLRMQDKKINYIPEEENENLEAS
REDSSFLQKLKKKEYPKIETVKEVEA
FTFADHEMGSNEVHLIARHVTTSVV
TYLKNFETTVFSEEKMSVSTWSRKK
YESKQFLRNIYDDSSIYQCCEHLTES
IVLYHLTSSISDGTKKGREKEKAWEIQ
EATFSKIISIHSQVFESRSISIGELALC
ISEIIIKILFNNKIIQADIAQKMVAIPT
KYTYCPGIVSGGFDDLFQDLLVGVIH
IVLSKEIEVDYHFESNVRNKSFSMHR
NNSVPLCNKINRQASPRDWQFSTQ
QIGQLFQKNKLSYLACKLNSLVGNL
KTSESKEVVNKVFNIVSDLFSPDECL
DTGMDSGKIQRTYFYSSNNEQPNSI
LTNNLQLSSKSVFLLNVVCEKLIRIL
LEECTSTAFPDKGSVSEETSAEECQL
LKMLQSVEDGKSDYRKGGMDCECL
QVDYMSDLLENVAEIDQDLLTSDSM
LTIISHSLVKSLMDKLSHSIQQAPES
LPFANKHLNYRTREIQSSFIKARKSE
LIELGQSKSSLELRSYDSNSLTVSLN
NPSVVSSKIQAPFNKHCAVKSSSVSP
FERQRTKEMDKVAIHNKLHQEGIYA
GVYSATFLEGIISELFFNLSMSLWGK
NKNITVSWLNEMNTLFVNNVVNEF
NNAQVTVLRNAEERLCFPPVHTETV
SKIVDSVYYDVLQQYELKVACGNNP
IVYDNASIAEQITNGILLEILDYKLPSC
FKEHLIPHSYYPLKPEIILQKLQSNLT
EFTSLPRSSSDYSTMLSHSFLEDVIR
RLLSQLIPPPITCSSLGKKYLMSSDF




NEMSTCIINKVMSAISKHKIWFTIYD
NQYLYTGKNLQKMVDSVYCNILQM
SDSLVSIQKSIVSRSPIMIDQIASFIIQ
ENIENHLQPFLSGEVLCHPRTPLDPV
STIVTQVLSEVIESHRPQKQSPLDIHL
DSFVREIVARLLSKIFSPKHNTEIELK
NMTQRIVNSINRHFNKAKIHILYDD
KEQAFFSFNTDIVDELATSVYRNALK
QHGLDLAVDKESEDSGIFVENITNLI
VAAISDYLLHPLFSGDFSASTYSNSV
IAENIVQDILSNISKSTEPSQSVPLYNT
LLPYTFLEDMIRVLLSKLFSSASSLVL
NRDTQKDISRVNFNDIASNLVSDIR
MKVSQHEIRFSKEEEETKFIYSEDDI
QHLVDSVFANVVQTSGSQESAVQNI
TSSNDILIDRIAGFIIKHICQKHLQPF
'VSGKSLSSSDTYFDDERRQLFYTSVY
SSTFLEDVISGVLRKIFHRVVGIVQTK
SIRDSEDELFEKAEELIHLITGEFSKA
QVSIIDNTEERLCLPPVERDVVKTIV
DMVYSKVLQEYEMEVVPNKDFLND
TKTLAARITNIILAEIFDFQIHPDLIAN
LPFKSHSKLSANVLIQRVQYDISKSR
FQRQASTMYTTMLSHSHLEKIVTQL
TSQISPLNTSAEQSDTTKSDLSNTVI
KLINEIMSIISKHEICIIKYGNKKQSM
ISAKDIQSMVDSIYADLSHSNIYQSIT
KDKKSISDIPVSKIASFIIKEIFNHHIQ
SFLSEDKTLLLAAVDQTYKLKAIDPK
QRELSFIVNSSVFLEEVISELLCKILY
IAFSHNMLVTENPDRVKLKLTRIVTT
LVNSIVLEFTTSEILVADNFDKNLCF
SERYKEMVQKIVNSVYGKVLDQYKS
LIQIHRVIQSDTICFGRKIYYLLLEEIY
DYQVQSLVSGELESSSYSYPQADNII
RNVLNIITKDSHALPPYITVLPHSLLE
DMVYRLLGHVFPSTHTENELKEKKF
PPDDEFVEAASKLTDEIIKEISEHEIR
LSMAEDNAESMQLEPIENLVDSICN
NILKTSEFQAEVQKDADKKGCSFLS
KLAGFIMKEIMYHHLQPFLHGEESS
FSDLSDYDHVSELAKSGKEKTQPSL
'YSATFLEDIIIDLVHKFCSLLIITEDSK
KNEMAELDIMGLALKLANSLIREFK
KSDIKVLPNAEKMFSFPPIDKETVDK
ISNFVYEQFIEKCTSHDIQKGDESNI
IAIGMIAALTQKAISAFRIQPLFSGDW
SSTFFSFLNPDNITQRVQHLPQNTF
TQISRCAKENQLSLPDQSYKDTSSTP
DCKNMMSTLEINRGTMNRKKSFKT
KDTSVKKGDIQNPVLSSINAIMKSG
MINLTSGLATGVTNKKEVDENKVGI
CTQKHSENVSKVTSTTTVKSKDTQE
PNLSETFNNNEIEKKRNLIPTDKKG
KDDEIYTHFSLIIDDTEYEKEVLGSDS
EIGYKKKIDNARESSFKKDDKLFQLS
SLKSKRNLGTTTDTLEIRIRTSSNEG
RRDSPTQTCRDEEHHSDYEHVQNVI
ENIFEDVLELSSSPEPAYYSKLSYDQ
SPPGDNVLNVIQEISRDSAQSVTTKK
VSSSTNKNISAKEKEEEEREKEKVR
EEIKSEPSKPDDPQNQRESKPGIFPA
KFLEDVITEMVKQLIFSSIPETQIQDR
CQNVSDKQNQAKLYDTAMKLINSLL
KEFSDAQIKVFRPDKGNQFPGGKVS
SVPKVPPRYKEPTTDEAPSSIKIKSAD
KMPPMHKMMRKPSSDKIPSIDKTLV
NKVVHSSVCNILNDYGSQDSIWKNT
NSNGENLARRLTSAVINEIFQRQVN
LIFCDEVSVSACLPLESKDVVKKVQK
LAQTASKECQTSSPYTIILPHKFLEN
VISALFSKIFSTISSTKTKEPEDNLST
ELNFLQMKLVSAVATEISQDKYMTI
QYVETLQSDDDEIIQLVVQSVYNNLL
PQFGSQEIIQNCVTSGCKILSENIVD
LVLREVASNQLQSYFCGELTPHQCV
EVENIVEKILKDVFQTTDVPLPKPSH
IADKLSYNITEEIAVKFLSKLLSIFPKV
HKERTKSLETDMQKITSKVLNSVQE
FISKSKIKLVPPTKESPTVPVADNATI
ENIVNSIYTSVLKHSGSYTSVFKDLM
GKSNVLSDTIGFLMVNAISNSEFQP
QVEEEVSNSELVLEAVKIMEKVIKIID




ELKSKEKSSSRKGLTLDAKLLEEVLA
LFLAKLIRLPSSSSKDEKNLSKTELN
KIASQLSKLVTAEISRSSISLIASDPEE
HCLNPENTERIYQVVDSVYSNILQQS
GTNKEFYYDIKDTNTAFPKKVASLIID
GVSSFPLDTINSTISNADLSGELDVN
RIVQKAQEHAFNVIPELEQEKLDQN
LSEEESPIKIVPHVGKKPVKIDPKIISE
HLAVISIKTQPLEKLKQECLKRTGHS
IAELRRASISGRNYSLGSPDLEKRKT
ERRTSLDKTGRLDVKPLEAVARNSF
QNIRKPDITKVELLKDVQSKNDLIVR
LVAHDIDQVYLENYIKEERDSDEDEV
VLTQTFAKEEGIKVFEDQVKEVKKPI
QSKLSPKSTLSTSSLKKFLSLSKCCQ
TTASANIESTEAISNQVIESKETHVK
RAVAELDMATPKTMPETASSSWEEK
PQCKKEEKNLVTEPTHYFIHRIMSSS
SYNQEDLISSTGEAEDCHSDPSAKIL
EESSQEQKPEHGNSVKFITIFERSKD
'VLGSANPSKEVISETPKPDVSKQGSK
MLTKMSSTLSKVFSQCNTNISRSSS
PAHQDEH




