UniprotKB Entry name organism (full name |oglcnacscore oglcnac ‘p‘h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion ent!oplasmlc golgi plasma extl'"acellular
ID sites sites reticulum apparatus membrane region
Q5CZP5 Q5CZP5_DANRE Danio Lysosomal [26.412228 NaN NaN 40044042 MDSCFVIVAFLFAFSLSSGERTLKFV |NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio acid TVLYRHGDRSPIKAYPNDPYKESDW
phosphatase PQGFGQLSQEGMKQHFELGQFLKK

RYTGFLSEDYNRYEIYVRSTDIDRTL
MSAEANLAGMFPPNGSEVFNPDLK
'WQPIPVHTIPSEEERLLSFPLENCPR
YKQLMNETAKTDVFLNMTETYKDFI
EMVKNKTGLELASIENIWSVYDTLF
CEAQHGKKAPDWVTQDVMQTLKLL
KNFGFQILFGVYKRKEKCRLQGGLL
'VDQIIKNLSIAAATDSQNKVKMIVYS
AHDTTIVALQEALNVFNGVQPPYAS
CHMIELYQEDNGMFSVEMFYRNDS
SVSPYAVSLPGCSQRCPLQDFVNITR
EVITLDWNKECQLSKASTDSEVIIGL
AVCGVLLLLLVVLLLLVLCRHKEPM
TSYSHIINESDS




