UniprotKB Entry name organism [full name |oglcnacscore oglcnac ‘p‘h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extr"acellular
ID sites sites reticulum apparatus membrane region
Q5DIDO UROL1_HUMAN [Homo Uromodulin-|18.379595 NaN NaN 30379171 MLRTSGLALLALVSAVGPSQASGFT |None None None [None None None None None None

sapiens

like 1

EKGLSLLGYQLCSHRVTHTVQKVEA
VQTSYTSYVSCGGWIPWRRCPKMVY
RTQYLVVEVPESRNVTDCCEGYEQL
GLYCVLPLNQSGQFTSRPGACPAEG
PEPSTSPCSLDIDCPGLEKCCPWSG
GRYCMAPAPQAPERDPVGSWYNVTI
LVKMDFKELQQVDPRLLNHMRLLH
SLVTSALQPMASTVHHLHSAPGNAS
TTVSRLLLGLPRPLPVADVSTLLGDIA
KRVYEVISVQVQDVNECFYEELNAC
SGRELCANLEGSYWCVCHQEAPATS
PRKLNLEWEDCPPVSDYVVLNVTSD
SFQVSWRLNSTQNHTFHVRVYRGM
ELLRSARTQSQALAVAGLEAGVLYRV
KTSYQGCGADVSTTLTIKTNAQVFEV
TIKIVNHNLTEKLLNRSSVEYQDFSR
QLLHEVESSFPPVVSDLYRSGKLRM
QIVSLQAGSVVVRLKLTVQDPGFPM
GISTLAPILQPLLASTVFQIDRQGTRV
QDWDECVDSAEHDCSPAAWCINLE
GSYTCQCRTTRDATPSRAGRACEGD
LVSPMGGGLSAATGVTVPGLGTGTA
ALGLENFTLSPSPGYPQGTPAAGQA
WTPEPSPRRGGSNVVGYDRNNTGK
GVEQELQGNSIMEPPSWPSPTEDPT
GHFLWHATRSTRETLLNPTWLRNE
DSGPSGSVDLPLTSTLTALKTPACVP
VSIGRIMVSNVTSTGFHLAWEADLA
MDSTFQLTLTSMWSPAVVLETWNT
SVTLSGLEPGVLHLVEIMAKACGKE
GARAHLKVRTAARKLIGKVRIKNVRY
SESFRNASSQEYRDFLELFFRMVRG
SLPATMCQHMDAGGVRMEVVSVTN
GSIVVEFHLLIIADVDVQEVSAAFLTA
FQTVPLLEVIRGDTFIQDYDECERKE
DDCVPGTSCRNTLGSFTCSCEGGAP
DFPVEYSERPCEGDSPGNETWATSP
ERPLTTAGTKAAFVQGTSPTPQGLPQ
RLNLTGAVRVLCEIEKVVVAIQKRFL
QQESIPESSLYLSHPSCNVSHSNGT
HVLLEAGWSECGTLMQSNMTNTVV
RTTLRNDLSQEGIIHHLKILSPIYCAF
QNDLLTSSGFTLEWGVYTIIEDLHGA
GNFVTEMQLFIGDSPIPQNYSVSAS
DDVRIEVGLYRQKSNLKVVLTECWA
TPSSNARDPITFSFINNSCPVPNTYT
NVIENGNSNKAQFKLRIFSFINDSIV
YLHCKLRVCMESPGATCKINCNNFR
LLQNSETSATHQMSWGPLIRSEGEP
PHAEAGLGAGYVVLIVVAIFVLVAGT
ATLLIVRYQRMNGRYNFKIQSNNFS

YQVFYE




