UniprotKB

D Entry name |organism [full name |oglcnacscore joglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrior
Q5DTW7  |RESF1_MOUSE Mus Retroelement |47.353039 S17;T83;T86;589;591;T97;5226;T23 [S910;T996;S1142;S1482;5S1514(40997131;21606357;34678516;368 [MNWNTKQENVPKPPPYSKTQSSILQ [True False 1.406 (4.535 |False
musculus [silencing 2;T233;T246;5291;T490;T491;S108 52467 HFLMTSTTSQSSFNYSPHNQEASQT
factor 1 9

SFNYSLHNQEACMYSGNSNSVSQP
LLSGRNYITPQTQISVSNMPTRTIVA
SQSSMERVVSTNGKGPQQPNHNLQ
'TVSSGIMQNVWLPSHTEATISHNPD
GGTNMPYMHPPQNQLVTSDTYSMQ
LQMAPLHSGKVPMTHQGSQGLNHF
[PDQLVDWTQYTSNELSYPEYRPPPK
QYSYILPATTSLQVKNNQLPTYTQSL
QSKHSVPLSSHQYAAEASKRLSALPY
SCRYENQHVQNAQPVSKHLPMEVP
QSSEVHSSEKKKDTYRGFKQQWQN
PNEKVSIGQFSEVKINIKQPYSESVR
PSGDGVQALVQNNQEKRKYTYNPN
'TNQVIDTNATKEKLVRDIKSLVEIKK
KFSELARKIKINKSLLMAAGCSKTAN
'TSYTEPIQHSEFSAKEMSAKNGNDC
SMELLATCLSLWKNQPSKTTEENVP
KPLEEKQCNTSRISTTVVGSANPTNE
VHVKSLCSGVGNSQKMMSSSQTVL
PVLIPSCESSGVAVGKGTELQIAVVS
PLVLSDTNTLPGKDSVPEVLPETLYP
VVKEGSVCSLQTQPTETVALPFDVIG
IAVASNNISAEIPLPVDKEKQHKPIQG
DPDIADSSLGKHSPLGTEVLPKPMD
STIVSGPMLQIESICSLAEGDVSYNS
QIAEIFNSVQTEPQKPSPNQVIDSQQ
EQVYDTTENKDFSLQKDKCVQCTDV
PHEVPEQPEPLQPEEPASSEYVEAN
REATEESCREYTGRKESTAKDVCLP
IAAIQQDPHPRETDMFSKSDHSLPAI
NEINDESEPISYLHDQLSELLKEFPY
GIETFNRHEVSLDQQKTHKIVENQT
GGKTSNVSGDSTDQIKITVLNSEQIK
ELFPEDDQPCDKLAEPENKEIVAEV
KSPCDSQIPREESHDLGMLDPEKDK
[HCCALGWLSMVYEGVPQCHCSSTE
KKEKDQCLDINSSKQGEQPCNSGITI
FEINPVSNNSKTPLTQATEEGHFSA
'VHGEKTKASKTKDNREGQELACHF
SAKCYKKDKKGNFKIRHDTSLKMEQ
KLKNISSKCDIPNPSKCNKIAAPEILH
VTTSNSAKNMPFSKQASQESLQKK
HTSQDLGPVKAPIELSSNTDPCRSN
TSSVQSVSPEKKKLKFKAGGSRLKYF
EKRKTDHVIIPDVEIKKKKYEKQEQN
KNAGDTLKLCSILTESNERASVQEKT
'VPSPESSDPKGSSSKSTRVITVQEYL
QRQKDKQITGNNASRNICVETVLCD
SGHTKTSKHSAAVSWGKLVEGQSIS
IAETAKELEHNSSSHGKDFKIHHSEA
SRTHSVSNNNKGKFDGKQPDKMFK
NKTSMNNESNQMPLQVKEQRKQYL
NRVAFKCTERESICLTKLDSASKKLS
IEKKSGEYTSKTKDTDKPSMLEFKLC
PDVLLKNTSTVDKQDCPGPGPEKEQ
IAPVQVSGIKSTKEDWLKCIPTRTKMP
ESSQRDSADSRLSKRSLSADEFEILQ
NPVKESNIMFRTYKKMYLEKRSRSL
GSSPVK




