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plasma

extracellular

D name sites sequence intracellular extracellular |cytosol |nucleus i[mitochndrion reticulum apparatus membrane [region
Q5DU09 ZN652_MOUSE |Mus Zinc  |38.223321 NaN S57;S100;T103;S196;S203(40997131 MSYTASPCPELVEPCAVHAEGMAQE [True False 0.723 |4.386 |0.992 0.763 False 1.031 1.286
musculus [finger ESHRSQAPPTFYHGASQELDLSTKV
protein YKRESGSPYSVLADTKMSKPHLHET
652 EEQPYFREPRAVSDVHTVKEDRENS

DDTEEEEEVSYKREQIIVEVNLNNQ
TLNVSKGEKGVSSQSKETPVLKTSSE
EDEEETEEEATDNSSDYGENGRQKK
KEKQVERVRVTQRRTRRAASAAAAT
TSPAPRTTRGRRKSAELPKRKKRATK
EAKAPVQKAKCEEKETLTCEKCPRV
FNTRWYLEKHMNVTHRRMQICDKC
GKKFVLESELSLHQQTDCEKNIQCV
SCNKSFKKLWSLHEHIKIVHGYAEK
KFACEICEKKFYTMAHVRKHMVAH
TKDMPFTCETCGKSFKRSMSLKVHS
LQHSGEKPFRCENCDERFQYKYQLR
SHMSIHIGHKQFMCQWCGKDFNM
KQYFDEHMKTHTGEKPFICEICGKS
FTSRPNMKRHRRTHTGEKPYPCDV
CGQRFRFSNMLKAHKEKCFRVTSP
IVNVPPAVQIPLASAPAAPAPAVANTP
TSPAPAVSMSPVGAVLPSRPVPHPFS
HLHIHTHPHHAHHLPIPPVPHLPPP
PALFKSEPLNHRSQSEDTFLRHLAE
KNSAAPAQHH




