UniprotkB Entry name organism full oglcnacscore Oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular [cytosol nucleus mitochndrion en(}oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q5DU41 LRC8B_MOUSE [Mus Volume- [25.573173 S594 S186;5196 33300544;34418053 MITLTELKCLADAQSSYHILKPWWD (False True 1.802 |1.287 [1.524 3.569 1.017 4.718 1.925
musculus [regulated IVFWYYITLIMLLVAVLAGALQLTQSR

anion IVLCCLPCKVEFDNQCAVPWDLLKGS

channel ENASSNSGLLLPLPLRIQNDLHRQQ

subunit [YSYIDAVCYEKQLHWFAKFFPYLVLL

LRRC8B HTLIFAACSNFWLHYPSTSSRLEHF

IVSILHKCFDSPWTTRALSETVAEQSV
RPLKLSKSKTLLSTSGGSADIDASKQ
SLPYPQPGLESPGIESPTSSVLDKKE
GEQAKAIFEKVKRFRLHVEQRDIIYR
IVYLKQIIVKVILFVLIITYVPYFLSYITL
EIDCSIDVQAFTGYKRYQCVYSLAEIF
KVLASFYVILVMLYGLTSSYSLWWM
LRSSLKQYSFEALREKSNYSDIPDVK
NDFAFILHLADQYDPLYSKRFSIFLS
EVSENKLKQINLNNEWTVERLKSKL
IVKNSQDKVELHLFMLNGLPDNVFE
LTEMEVLSLELIPEVKLPAAVAQLVN
LRELHVYHSSLVVDHPALAFLEENL
RILRLKFTEMGKIPRWVFHLKNLKE
LYLSGCVLPEQLSSLHLEGFQDLKN
LRTLYLKSSLSRIPQVVTDLLPSLQKL
SLDNEGSKLVVLNNLKKMVNLKSL
ELLSCDLERIPHSIFSLNNLHELDLK
ENNLKTVEEIISFQHLPSLSCLKLWH
NNIAYIPAQIGALSNLEQLFLGHNNI
ESLPLQLFLCTKLHYLDLSYNHLTFI
PEEIQYLTNLQYFAVTNNNIEMLPD
GLFQCKKLQCLLLGRNSLTDLSPLV
GELSNLTHLELTGNYLETLPVELEG
CQSLKRSCLIVEDSLLNSLPLPVAER
LQTCLDKC




