}J];l iprotkB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS sequence intracellular |extracellular [cytosol nucleus mitochndrion en('ioplasmlc golgi plasma extl:acellular
name sites sites reticulum |apparatus membrane region
Q5EBG6 HSPB6_MOUSE |Mus Heat [24.088486 NaN S16;S157 37507081;36288343 |IMEIPVPVQPSWLRRASAPLPGFSAP [True False 3.813 [4.541 [3.41 1.959 1.448 1.894 3.927
musculus |shock GRLFDQRFGEGLLEAELASLCPAAIA
protein PYYLRAPSVALPTAQVSTDSGYFSVL
beta-6 LDVKHFLPEEISVKVVDDHVEVHAR
HEERPDEHGFIAREFHRRYRLPPGV
DPAAVTSALSPEGVLSIQATPASAQA
QLPSPPAAK




