UniprotKB [Entry organism full oglcnacscore o.glcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion ent?oplasmlc golgi plasma extl.‘acellular
1D name name sites sites reticulum apparatus membrane [region
Q5FVG2 E41L5 RAT |Rattus Band [28.175057 NaN NaN 18683930 MLSFLRRTLGRRSMRKHAEKERLR [None None None |None None None None None None
norvegicus (4.1- EAQRAATHIPAAGDAKSVITCRVSLL
like DGTDVSVDLPKKAKGQELFDQIMYH
protein LDLIESDYFGLRFMDSAQVAHWLDG

5

TKSIKKQVKIGSPYCLHLRVKFYSSE
PNNLREELTRYLFVLQLKQDILSGKL
ECPFDTAVQLAAYNLQAELGDYDLA
EHSPELVSEFRFVPTQTEEMELAIFE
KWKEYRGQTPAQAETNYLNKAKWL
EMYGVDMHVVKARDGNDYSLGLTP
TGVLVFEGETKIGLFFWPKITRLDFK
KNKLTLVVVEDDDQGKEQEHTFVFR
LDHPKACKHLWKCAVEHHAFFRLR
GPVQKGSHRSGFIRLGSRFRYSGKT
EYQTTKTNKARRSTSFERRPSKRYSR
RTLQVKGEVWPCSTGSVHNASAQN
NDSQQAWGMKSPVPVTSFSSSGPVL
VETENLPQNSAADQHDRKRLPLSID
LLNSPDLLETTIGDVTRPSDTSAPFP
IAPDDVNVATMSHELEELRADCETLK
DDTEKLKQLNTEQNILPSLRPAIDIN
VNSQEEVVKLTEKCLNNAIESPGLN
TVRVPPDFKSNILKAQVEAVHKATRE
DSLLTHKNASVQDAATNSTVFNEN
NMPLCKDSLTPVHGTTADSDSVLKD
IATDELDALLLSLTENLMDHTVTPQV
SSSSMITPRWIIPQNSTISNGLAGYG
IVSLTGTEGCNQKDGFSLISPPAPFLV

DAVTSSAPPLPGDSALKQKCLLTTEL




