UniprotKB Entry organism (full name |oglcnacscore oglcnac phosphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl.‘acellular
reticulum |apparatus membrane region

ID name sites sites
Q5FVH2 PLD3_RAT [Rattus 5'-3' 23.439218 NaN NaN 38843836 MKPKLMYQELKVPVEEPAGELPMN [False False 1.131 [1.19 1.478 4.28 4.257 2.945 1.398
norvegicus [exonuclease EIEAWKAAEKKARWVLLVLILAVVGF
PLD3 GALMTQLFLWEYGDLHLFGPNQHP

APCYDPCEAVLVESIPEGLEFPNATT
SNPSTSQAWLGLLAGAHSSLDIASFY
WTLTNNDTHTQEPSAQQGEEVLQQ
LQALAPRGVKVRIAVSKPNGPLADLQ
SLLQSGAQVRMVDMQKLTHGVLHT
KFWVVDQTHFYLGSANMDWRSLTQ
VKELGVVMYNCSCLARDLTKIFEAY
'WFLGQAGSSIPSTWPRPFDTRYNQE
TPMEICLNGTPALAYLASAPPPLCPG
GRTPDLKALLSVVDNARSFIYIAVMN
YLPTMEFSHPRRFWPAIDDGLRRAA
'YERGVKVRLLISCWGHSEPSMRSFL
LSLAALRDNHTHSDIQVKLFVVPAD
EAQARIPYARVNHNKYMVTERTTYI
GTSNWSGSYFTETAGTSLLVTQNGH
GGLRSQLEAVFLRDWESPYSHNLDT
SADSVGNACRLL




