
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q5FW52 MLIP_MOUSE Mus
musculus

Muscular
LMNA-
interacting
protein

32.679989 S119 S129;S792 36288343;39927985;35822049 MTSCILAGSLETTPKVSPGDPEAKPL
IFTFVPTLRRLPTHIQLADTSKFLVKI
PEEPTDKSPETVNRFEYSDHMTFSS
ESKQERVQRILDYPSEVSGRNSQQK
EFNTKEPQGMQKGDLFKAEYVFIVD
SDGEDEATCRQGEQGPPGGPGNIAT
RPKSLAISSSLASDVVRPKVRGADLK
TSSHPEIPHGIAPQQKHGLLISPTTSE
QLAHKPPAFSFVSPTNQKTPPVPAN
VSGATVLREFHTRRLDVTGASEEET
TTYFHSTAHDSPLSAWKGASTLVVS
PSAQLSGSSLCGSNVTDHTRGLASE
AQKKMSTSNVLNPKEDVRTCPAPAS
GASLTSPSASYIPVRIVMHSLSPSPKP
LTSSSHGSLSTVCSQMSSSGSLSKS
GLKSPVPSRLSLLTAILKSNPSHQRP
LSPASCPTFSLNSLASSTLALDQKVK
QTPPTSKKSLSSGSLTTGSTEQEHQA
SAASYQPCHLPFFSKTTPLSQAQPLS
PLALASNSCASMDIEKIPGSTLRSNT
TSPQPQTDTFSLADVPSVTPVLSPLS
SSKGRKDGDSRTPEKNRNICIQPSTL
ASTPPVDESLALSSSGKGFHPSPALS
DLIDRSKRACSQQHPGQRPSPSALP
TPPVSRAASASHPHLGCSILPLQSSL
TQTLQPSPSALRPSCGSATCPSRTQ
MPENTASNHSSRVSTPSLPVSLTRT
KELFSPCALSMSAGPENKKPKQYKT
MSSYKAFAAIPTNTLLLEQKALDEPA
RTESNSKASVLDLPVEFCFPAQLRQ
QTEELCATIDKVLQDSLSMHSSDSP
SRPPQTMLGSETIKTPTTHPRAAGRE
TKYANLSSSSSTASESQLTKPGVIRP
VPVKSKLLLRKDEEVYEPNPFSKYLE
DNSGLFSEQDMAIPHKPVSLHPLYQ
SKLYPPAKSLLHPQTLSHADCLTPGS
FSHLSSFSVRDEQEKSPTLLSQDTY
NKLGHPMVTIPEHDTLDSKE

True True 3.731 5.0 False False False 5.0 False


