
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q5GLZ8 HERC4_HUMAN Homo
sapiens

Probable
E3
ubiquitin-
protein
ligase
HERC4

19.990187 NaN NaN 34725712;38665916;28510447;398
94887

MLCWGNASFGQLGLGGIDEEIVLEP
RKSDFFINKRVRDVGCGLRHTVFVL
DDGTVYTCGCNDLGQLGHEKSRKK
PEQVVALDAQNIVAVSCGEAHTLAL
NDKGQVYAWGLDSDGQLGLVGSEE
CIRVPRNIKSLSDIQIVQVACGYYHSL
ALSKASEVFCWGQNKYGQLGLGTD
CKKQTSPQLLKSLLGIPFMQVAAGG
AHSFVLTLSGAIFGWGRNKFGQLGL
NDENDRYVPNLLKSLRSQKIVYICCG
EDHTAALTKEGGVFTFGAGGYGQLG
HNSTSHEINPRKVFELMGSIVTEIAC
GRQHTSAFVPSSGRIYSFGLGGNGQ
LGTGSTSNRKSPFTVKGNWYPYNGQ
CLPDIDSEEYFCVKRIFSGGDQSFSH
YSSPQNCGPPDDFRCPNPTKQIWTV
NEALIQKWLSYPSGRFPVEIANEIDG
TFSSSGCLNGSFLAVSNDDHYRTGT
RFSGVDMNAARLLFHKLIQPDHPQI
SQQVAASLEKNLIPKLTSSLPDVEAL
RFYLTLPECPLMSDSNNFTTIAIPFG
TALVNLEKAPLKVLENWWSVLEPPL
FLKIVELFKEVVVHLLKLYKIGIPPSE
RRIFNSFLHTALKVLEILHRVNEKM
GQIIQYDKFYIHEVQELIDIRNDYINW
VQQQAYGMDVNHGLTELADIPVTIC
TYPFVFDAQAKTTLLQTDAVLQMQM
AIDQAHRQNVSSLFLPVIESVNPCLI
LVVRRENIVGDAMEVLRKTKNIDYK
KPLKVIFVGEDAVDAGGVRKEFFLLI
MRELLDPKYGMFRYYEDSRLIWFSD
KTFEDSDLFHLIGVICGLAIYNCTIVD
LHFPLALYKKLLKKKPSLDDLKELM
PDVGRSMQQLLDYPEDDIEETFCLN
FTITVENFGATEVKELVLNGADTAV
NKQNRQEFVDAYVDYIFNKSVASLF
DAFHAGFHKVCGGKVLLLFQPNELQ
AMVIGNTNYDWKELEKNTEYKGEY
WAEHPTIKIFWEVFHELPLEKKKQF
LLFLTGSDRIPILGMKSLKLVIQSTGG
GEEYLPVSHTCFNLLDLPKYTEKETL
RSKLIQAIDHNEGFSLI

True False 4.461 4.0 False False False False False


