UniprotKB Entry name organism [full name (oglcnacscore o‘glcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion em‘loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q5H9MO |PWP3B_HUMAN [Homo PWWP 22.903221 T626 S128 38253038 MESEYVLCNWKDQLWPAKVLSRSE |None None None |None None None None None None
sapiens |domain- TSSNSKRKKAFSLEVQILSLDEKIKL

containing DSTETKILNKSQIEAIAASLGLQSEDS

DNA APPTEETAYGRSLKVALGILNERTNL

repair SQASTSDEEEITMLSQNVPQKQSDS

factor 3B PPHKKYRKDEGDLPGCLEERENSAC

LLASSESDDSLYDDKSQAPTMVDTIP
SEVETKSLQNSSWCETFPSLSEDND
EKENKNKIDISAVMSVHSAVKEESA
CVKDEKFAPPLSPLSSDMLIMPKAL
KEESEDTCLETLAVPSECSAFSENIE
DPGEGPSNPCLDTSQNQPSMESEM
GAAACPGSCSRECEVSFSASNPVWD
YSHLMSSERNFQRLDFEELEEEGQA
SDKSLLPSRINLSLLDDDEEDEELPR
FILHYETHPFETGMIVWFKYQKYPF
'WPAVIKSIRRKERKASVLFVEANMN
SEKKGIRVNFRRLKKFDCKEKQMLV
DKAREDYSESIDWCISLICDYRVRIG
CGSFTGSLLEYYAADISYPVRKETKQ
DTFRNKFPKLHNEDAREPMAVTSQ
TKKMSFQKILPDRMKAARDRANKN
LVDFIVNAKGTENHLLAIVNGTKGS
RWLKSFLNANRFTPCIETYFEDEDQ
LDEVVKYLQEVCNQIDQIMPTWIKD
DKIKFILEVLLPEAIICSISAVDGLDYE
AAEAKYLKGPCLGYRERELFDAKITY

EKRRKAPTNEAH




