UniprotKB Entry name organism [full name (oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q5HZI2 C2C4C_MOUSE Mus C2 24.474581 NaN S259;5261;S270 (33300544 MRKTNMWFLERLRGSGENGASRGE |[None None None [None None None None None None
musculus |calcium- IAGDKSSKGPLYSNVLTPDKIPDFFIP

dependent PKLPSGPTEAEGQADLGPSTSEQNL

domain- IASPGPRRAPRSPRLPAKLASESRSLL

containing KAATRHVIQIESAEDWTAEEATNAD

protein PQAQGAMSLPSVPKAQTSYGFATLA

4C

ESPHTRRKESLFHSEHGALAQVGSP
GAGRRRAGAKGNGGDGGSREVGGA
LMSPSRYFSGGESDTGSSAESSPFG
SPLLSRSVSLLKGFAQDSQAKVSQLK
QSVGRHGSLSADDSTPDTSPGVRRR
LSRRATPEPGPESGQAPRGEHTVKM
GTRGSVRLLAEYEAAQARLRVRLLAA
EGLYDRPCDARSINCCVGLCLVPGK
LQKQRSTIIKNSRHPIFNEDFFFDGL
GPASVRKLALRIKVVNKGSSLKRDTL
LGEEELPLTSLLPFL




