}11;1 iprotKB Entry name organism full oglcnacscore o.glcnac ‘p.h osphorylation PMIDS [sequence intracellular |extracellular [cytosol nucleus mitochndrion em!omasmlc golgi plasma Eth:acellular
name sites sites reticulum |apparatus membrane region
QS5JPE7 NOMO2 HUMAN |[Homo BOS 27.039344 T734 NaN 39534244 MLVGQGAGLLGPAVVTAAVVLLLSG |False True False ([1.081 2.052 5.0 1.24 2.484 1.614
sapiens complex VGPAHGSEDIVVGCGGFVKSDVEIN
subunit YSLIEIKLYTKHGTLKYQTDCAPNNG
NOMO2 YFMIPLYDKGDFILKIEPPLGWSFEP

TTVELHVDGVSDICTKGGDINFVFTG
FSVNGKVLSKGQPLGPAGVQVSLRN
TGTEAKIQSTVTQPGGKFAFFKVLPG
DYEILATHPTWALKEASTTVRVTNS
NANAASPLIVAGYNVSGSVRSDGEP
MKGVKFLLFSSLVTKEDVLGCNVSP
VPGFQPQDESLVYLCYTVSREDGSF
SFYSLPSGGYTVIPFYRGERITFDVAP
SRLDFTVEHDSLKIEPVFHVMGFSV
TGRVLNGPEGDGVPEAVVTLNNQIK
VKTKADGSFRLENITTGTYTIHAQKE
HLYFETVTIKIAPNTPQLADIVATGFS
VCGRISIIRFPDTVKQMNKYKVVLSS
QDKDKSLVTVETDAHGSFCFKAKPG
TYKVQVMVPEAETRAGLTLKPQTFP
LTVTDRPVMDVAFVQFLASVSGKVS
CLDTCGDLLVTLQSLSRQGEKRSLQ
LSGKVNAMTFTFDNVLPGKYKISIM
HEDWCWKNKSLEVEVLEDDVSAVE
FRQTGYMLRCSLSHAITLEFYQDGN
GRENVGIYNLSKGVNRFCLSKPGVY
KVTPRSCHRFEQAFYTYDTSSPSILT
LTAIRHHVLGTITTDKMMDVTVTIKS
SIDSEPALVLGPLKSVQELRREQQLA
EIEARRQEREKNGNEEGEERMTKPP
VQEMVDELQGPFSYDFSYWARSGE
KITVIPSSKELLFYPPSMEAVVSGES
CPGKLIEIHGKAGLFLEGQIHPELEG
VEIVISEKGASSPLITVFTDDKGAYSV
GPLHSDLEYTVTSQKEGYVLTAVEGT
IGDFKAYALAGVSFEIKAEDDQPLPG
VLLSLSGGLFRSNLLTQDNGILTFSN
LSPGQYYFKPMMKEFRFEPSSQMIE
VQEGQNLKITITGYRTAYSCYGTVSS
LNGEPEQGVAMEAVGQNDCSIYGE
DTVIDEEGKFRLRGLLPGCVYHVQL
KAEGNDHIERALPHHRVIEVGNNDI
DDVNIIVFRQINQFDLSGNVITSSEY
LPTLWVKLYKSENLDNPIQTVSLGQ
SLFFHFPPLLRDGENYVVLLDSTLPR
SQYDYILPQVSFTAVGYHKHITLIFNP
TRKLPEQDIAQGSYIALPLTLLVLLAG
'YNHDKLIPLLLQLTSRLQGVGALGQ
AASDNSGPEDAKRQAKKQKTRRTLR
LQEEFQLMWCLVPWRGTLGIHLFSS
LPFASEILLETTATCIHY




