
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation

sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q5JR59 MTUS2_HUMAN Homo
sapiens

Microtubule-
associated
tumor
suppressor
candidate	2

20.708711 S899;T902;T1295;T1298 NaN 30379171;30620550 MSVPVAPKKSCYTQLRDNRNAARN
NNESILSLGDTNANQIMLEVSSSHD
ESKTCDLGDEIGNTNSSEPENRTHF
HKEFHQLQGFGKGSQAGSASLKDF
RLSSTIQRELNEEHTVERGTDSLQTT
RSIQGPSLSSWRNVMSEASLDVLAK
RDAEIPRHVPKDKLAKTLDNEELRR
HSLERASSSVAAVGSLTPQHPQPLSL
DSREARGQIPGGGEGPQKTLPDHAV
PAAFPATDSTSEGKSVRHPKPSTSES
KQSTPSETQTVGAHVLQVCSEHTSH
SAHPEPALNLTLASKEIPSKLEAQLG
QGKGEAKLDLKYVPPRRVEQEGKAA
QEGYLGCHKEENLSALEGRDPCGEA
HPEATDALGHLLNSDLHHLGVGRG
NCEEKRGVNPGEQDSLHTTPKQGS
ASLGGADNQPTGKISPCAGEKLGER
TSSSFSPGDSHVAFIPNNLTDSKPLD
VIEEERRLGSGNKDSVMVLVFNPSV
GENKTEVPEPLDPQSGRSEARESKE
VTTSVAENRNLLENADKIESTSARA
DSVLNIPAPLHPETTVNMTYQPTTPS
SSFQDVSVFGMDAGSPLVVPPPTDS
ARLLNTSPKVPDKNTCPSGIPKPVFT
HSKDTPSSQEGMENYQVEKTEERTE
TKPIIMPKPKHVRPKIITYIRRNPQAL
GQVDASLVPVGLPYAPPTCTMPLPH
EEKAAGGDLKPSANLYEKFKPDLQK
PRVFSSGLMVSGIKPPGHPFSQMSE
KFLQEVTDHPGKEEFCSPPYAHYEV
PPTFYRSAMLLKPQLGLGAMSRLPS
AKSRILIASQRSSASAIHPPGPITTATS
LYSSDPSADLKKASSSNAAKSNLPKS
GLRPPGYSRLPAAKLAAFGFVRSSSV
SSVSSTQSGDSAQPEQGRPATRSTF
GNEEQPVLKASLPSKDTPKGAGRVA
PPASSSVTAPRRSLLPAPKSTSTPAG
TKKDAQKDQDTNKPAVSSPKRVAAS
TTKLHSPGYPKQRTAAARNGFPPKP
DPQAREAERQLVLRLKERCEQQTRQ
LGVAQGELKRAICGFDALAVATQHF
FRKNESALVKEKELSIELANIRDEVA
FHTAKCEKLQKEKEELERRFEDEVK
RLGWQQQAELQELEERLQLQFEAE
MARLQEEHGDQLLSIRCQHQEQVE
DLTASHDAALLEMENNHTVAITILQ
DDHDHKVQELMSTHELEKKELEEN
FEKLRLSLQDQVDTLTFQSQSLRDR
ARRFEEALRKNTEEQLEIALAPYQHL
EEDMKSLKQVLEMKNQQIHEQEKK
ILELEKLAEKNIILEEKIQVLQQQNE
DLKARIDQNTVVTRQLSEENANLQE
YVEKETQEKKRLSRTNEELLWKLQT
GDPTSPIKLSPTSPVYRGSSSGPSSPA
RVSTTPR

None None None None None None None None None


