UniprotKB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular |cytosol |nucleus mitochndrion em‘ioplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
Q5]S13 RGPS1_HUMAN Homo Ras- 26.75988 NaN NaN 29485866  MYKRNGLMASVLVTSATPQGSSSSD |[None None None [None None None None None None
sapiens specific SLEGQSCDYASKSYDAVVFDVLKVT

guanine PEEFASQITLMDIPVFKAIQPEELASC

nucleotide- GWSKKEKHSLAPNVVAFTRRFNQV

releasing SFWVVREILTAQTLKIRAEILSHFVKI

factor IAKKLLELNNLHSLMSVVSALQSAPI

RalGPS1 FRLTKTWALLNRKDKTTFEKLDYLM

SKEDNYKRTREYIRSLKMVPSIPYLGI
YLLDLIYIDSAYPASGSIMENEQRSN
QMNNILRIIADLQVSCSYDHLTTLPH
IVQKYLKSVRYIEELQKFVEDDNYKLS
LRIEPGSSSPRLVSSKEDLAGPSAGS
GSARFSRRPTCPDTSVAGSLPTPPVP
RHRKSHSLGNNMMCQLSVVESKSA
TFPSEKARHLLDDSVLESRSPRRGL
IALTSSSAVTNGLSLGSSESSEFSEE
MSSGLESPTGPCICSLGNSAAVPTM
EGPLRRKTLLKEGRKPALSSWTRYW
IVILSGSTLLYYGAKSLRGTDRKHYKS
TPGKKVSIVGWMVQLPDDPEHPDIF
QLNNPDKGNVYKFQTGSRFHAILW
HKHLDDACKSNRPQVPANLMSFE




