UniprotKB Entry name lorganism full oglcnacscore o_glcnac ‘p.h osphorylation PMIDS [sequence intracellular [extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q5KU26 COL12 HUMAN [Homo Collectin-[28.275761 NaN NaN 39894887 MKDDFAEEEEVQSFGYKRFGIQEGT |[False True 1.761 ([1.749 [1.394 1.463 1.216 4.657 3.748

sapiens

12

QCTKCKNNWALKFSIILLYILCALLTI
TVAILGYKVVEKMDNVTGGMETSRQ
TYDDKLTAVESDLKKLGDQTGKKAIS
TNSELSTFRSDILDLRQQLREITEKT
SKNKDTLEKLQASGDALVDRQSQLK
ETLENNSFLITTVNKTLQAYNGYVT
NLQQDTSVLQGNLQNQMYSHNVVI
MNLNNLNLTQVQQRNLITNLQRSV
DDTSQAIQRIKNDFQNLQQVFLQAK
KDTDWLKEKVQSLQTLAANNSALAK
IANNDTLEDMNSQLNSFTGQMENIT
TISQANEQNLKDLQDLHKDAENRTA
IKFNQLEERFQLFETDIVNIISNISYT
IAHHLRTLTSNLNEVRTTCTDTLTKH
TDDLTSLNNTLANIRLDSVSLRMQQ
DLMRSRLDTEVANLSVIMEEMKLV
DSKHGQLIKNFTILQGPPGPRGPRG
DRGSQGPPGPTGNKGQKGEKGEPG
PPGPAGERGPIGPAGPPGERGGKGS
KGSQGPKGSRGSPGKPGPQGSSGDP
GPPGPPGKEGLPGPQGPPGFQGLQG
TVGEPGVPGPRGLPGLPGVPGMPGP
KGPPGPPGPSGAVVPLALQNEPTPAP
EDNGCPPHWKNFTDKCYYFSVEKEI
FEDAKLFCEDKSSHLVFINTREEQQ
WIKKQMVGRESHWIGLTDSERENE
WKWLDGTSPDYKNWKAGQPDNWG
HGHGPGEDCAGLIYAGQWNDFQCE
DVNNFICEKDRETVLSSAL




