UniprotKB Entry name organism full name loglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular lextracellular cytosol \nucleus mitochndrion ent!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q5PRA2 DHTK1_DANRE [Danio 2-oxoadipate [26.412228 NaN NaN 40044042 MLIHLPRLLHRSFGARRSFLASLYHT [NaN NaN NaN [NaN NaN NaN NaN NaN None

rerio dehydrogenase QRGVYGFRPRDGPERRAELTQISAL

complex
component E1

NRDHGLARLVEAYRAHGHKVAKINP
LLPQSPVLESVPEISLLNGAVRGVLN
TTGLRHFGKAEATAEEVVAYLESTYC
GGISVETSQLQTLEEREWFADRFEE
LKKEAFSPEERRMLAKLMLESQEFD
HFLATKFATVKRYGGEGAESMMGF
FYELFRSSVYSGVTDVVMGMPHRG
RLNLLTGLLQFPPELMFRKMRGLSE
FPEHSPSIGDVLSHLTSTVELDFGAG
HPLHVTMLPNPSHLEAINPVTQGKT
RGRQQVKQDGDYSTDPHSRPGDKVI
CLQVHGDASFSGQGIVPETFTLSNLP
HYRVGGSIHLIVNNQVGYTTPSERG
RSSLYCSDVGKMVGCAIIHVNGDDA
EEVLRATRLAVEYQRRFRKDVIVDLL
CYRQWGHNELDEPFFTNPAMYKIIR
SRKSIPDSYADQLISEGLMTDEERSQ
IKTSYYATLNNQLTNMTLYSPPPTNL
QGRWGDLVEPQNRVSCWDTGVAQP
LLQFVGAKSVDIPEEIILHSHLRKTH
VQARLQKLEEGTKLDWSTAEALAFG
TLLCQGFNIRISGQDVGRGTFSQRH
IAMVVCQETNDMFIPLNHISSEQKG
HLEVCNSALSEEAVLGFEYGMSIAQ
PRLLPIWEAQFGDFFNGAQIIFDTFL
SGGEAKWLLQSGLVILLPHGYDGAG
PEHSSCRIERFLQLCDSKEEGVDGD
TVNMAVVNPTLPAQYFHLLRRQMIR
NFRKPLIVASPKTLLRFSGAVSGLSD
MGPGTSFKPIIGDSSVNPASVQRVLF
CSGKHYYALLKHRETIPEAEKNTALV
RVEELCPFPTEALQQELNKYTNAKE
FIWSQEEPQNMGCWSFVSPRFEKQ
LACKLRLVSRPALPAPAVGIGTLHHQ

QHEAILTSSFS




