UniprotKB Entry name organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em.ioplasmlc golgi plasnia 2
ID name sites reticulum pparatus ane [re
Q5QNQ6 |0SBP2_MOUSE |Mus Oxysterol- 46.794559 S121;5S128;T140;S308;T316(S284 22517741;40885482 MGKAAALSRGGGCAGRSRGLSSLFT [False False 2.668 [1.437 [1.892 1.29 1.402 0.959 2.
musculus |binding VVPCLSCHTAAPGMNSSAFGSGPAS
protein 2 KPQLQPVQAPERELLSKQVCQPISEP

ASRSEPGSQTTSVPRPSGVGQESEL
QGLWPGSENGTRSVSIIKASPELAM
PSPLQSTVGSLPVTKPESKLVPKTQS
FLRQGQAKISVGTPVSGIGVQMVSPP
LDSYKGWLLKWTNYLKGYQRRWFV
LGNGLLSYYRNQGEMAHTCRATINL
ASTHFETEDSCGILLCNGARTYHLK
ASSEVDRQHWITALELAKAKAIRVM
KTQSDDSGDDDEEPAAPADNSELH
HTLKTLSLKLNDLSTCNDLIAKHGA
ALQRSLNELDSLKIPSECGEKLKVVN
ERATLFRITSNAMINACRDFLELAET
HSRKWQRALNYEQEQRVHLEETIE
QLAKQHNSLERAFCNTPGGPASSSK
SFSEGSFLTSKGENSEEDEDTEYFD
AMEDSTSFITVVTEAKEDRKPESGP
GTTTVDWTSADNVLDGASFMPKNS
CKVKRRVRIPDKPNYSLNLWSIMKN
CIGRELSRIPMPVNFNEPLSMLQRL
TEDLEYHHLLDKAVNCTSSVEQMCL
VAAFSVSSYSTTVHRIAKPFNPMLGE
TFELDRMEDMGLRSLCEQVSHHPP
SAAHHVFSKHGWSLWQEITIASKFR
GKYISIMPLGATHLEFQASGNHYVW
RKSTSTVHNITVGKLWIDQSGDIEIV
NHKTKDRCQLKFVPYSYFSKEAARK
'VTGVVSDSQGKAHYVLSGSWDDQM
ECSKIVHSSPSSDGRQKTVYQTLPAK
LLWRKYPLPENAENMYYFSELALTL
NEQEDGVAPTDSRLRPDQRLMERG
RWDEANTEKQRLEEKQRLSRRRRL
ESCTAGCGGEEEKESDGYVPLWFEK
RLDPLTGEMACMYKGGYWEAKEKK
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