UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en(.loplasmlc golgi [plasma extl_'acellular
ID name sites sites reticulum |apparatus membrane region
Q5QNU0 Q5QNUO0_MOUSE Mus Nuclear [26.09834 NaN NaN 36064721 MAAAVGPLGDGELWQSWLPNHVVF |None None None |None None None None None None
musculus [pore LRLREGVRNQSPAEAEKPAASTSPS
complex CPSLPPHLPTRNLVFGLGGELFLWD
protein AEGSAFLVVRLRGPSGGGVEPPLSQ
Nup88 'YQRLLCINPPLFEIHQVLLSPTQHHV

ALIGSKGLMALELPQRWGKDSEFEG
GKATVNCSTIPIAERFFTSSTSLTLKH
AAWYPSEMLDPHIVLLTSDNVIRIYS
LREPQTPTKVIVLSEAEEESLILNKG
RAYTASLGETAVAFDFGPLVTVSKNI
FEQKDRDVVAYPLYILYENGETFLTY
VSLLHSPGNIGKLLGPLPMHPAAED
NYGYDACAILCLPCVPNILVIATESG
MLYHCVVLEGEEEDDQTLEKSWDP
RADFIPSLYVFECVELELALKLASGE
DDPFASDFSCPIKLHRDPKCPSRYH
CSHEAGVHSVGLTWIHKLHKFLGSD
EEDKDSLQELTAEQKCFVEHILCTKP
LPCRQPAPIRGFWIVPDILGPTMICIT
STYECLIRPLLSTVHPASPPLLCTQE
DAEVAESPLRILAETPDSFEKHIKRIL
QRSAANPAFLKSSEKDLAPPPEECL
QLISRATQVFREQYILKQDLAKEEIQ
RRVKLLCDQKRKQLEDLNYCREERK
SLREMAERLADKYEEAKEKQEDIMN
RMKKVLHSFHAQLPVLSDSERDMK
KELQLIPDQLRHLGNAIKQVTMKKD
'YQQRKMEKVLSPQKPTITLSAYQRK
CIQSILKEEGEHIREMVKQINDIRNH
VTF




