UniprotkB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(_loplasmlc golgi plasma extl_‘acellular
ID sites sites reticulum apparatus membrane region
Q5R387 PA2GC_HUMAN |Homo Putative 28.275761 NaN NaN 39894887 IMKVIAILTLLLFCSPTHSSFWQFQRR |(False False 0.821 |0.766 False False False 0.889 4.34
sapiens [inactive 'VKHITGRSAFFSYYGYGCYCGLGDK

group IIC GIPVDDTDRHSPSSPSPYEKLKEFSC

secretory QPVLNSYQFHIVNGAVVCGCTLGPG

phospholipase IASCHCRLKACECDKQSVHCFKESLP

A2 TYEKNFKQFSSQPRCGRHKPWC




