
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q5RHR0 PARP1_DANRE Danio
rerio

Poly	[ADP-
ribose]
polymerase
1

26.412228 NaN NaN 40044042 MADSQDDKLYKAEYAKSGRASCKKC
KDNIAKDSLRMAIMVQSPMFDGKVP
HWHHFSCFWLRAAVQSPSDISGFT
DLRWDDQEKVKTAIESGGATGGKGG
QKGAAKGEKTLNDFAVEYAKSNRST
CKGCDQKIEKDQIRVSKKTVDPEKP
QLGLIDRWYHTGCFVSRREELIFKPE
YSAAQLKGFAVLRDEDKEELKKRLP
AVKSEGKRKADEVDGGVSKKQKKE
DEKLEQNLKDQSQLIWGIKDKLKKF
CSINDMKELLIANSQEVPSGESNIVD
RLSDCMAFGSLKPCETCKGQLVFKS
DAYYCTGDISAWTKCVFKTQTPDRK
DWVTPKEFSEIPFLKKFKFKRQDRV
FPKDAPPAAATPSSGSTTSAATSVSS
ASKNLTEAPADKPLTGMKLLAVGKL
SKNKDDLKKFVEDLGGKITGTASKA
ALCISSKKEIEKMSKKMEEVRDAGV
RVVADDFLTDIKESGKALQELISLHA
ISPWGAEVKVEAPAAAAATKSTGAH
SSKSTGKVKEEEGGSKSKKMKLTVK
GGAAVDPDSGLENCAHVLEQNGKIY
SATLGLVDIVRGTNSYYKLQLLEDDV
QKRYWVFRSWGRVGTTIGGNKLDK
FYDKNSAMDNFCGVYEEKTGNAWA
SSNFTKYPNKFYPLEIDYGQDEEAVK
KLTQSAGAKSQLEKPVQDLIRMIFDV
ESMKKAMVEFEIDLQKMPLGKLSKR
QIQSAYSLLSEVQQAVADSSSESLIL
DLSNRFYTLIPHDFGMKKPPLLSNV
DYIQQKVQMLDNLLDIEVAYSLLRG
GVENNEKDPIDINYEKLKTKIEVVDK
SSHEAQLILQYVKNTHAATHNTYTL
DVEEIFKIEREGEYQRYRPFKELPNR
QLLWHGSRTTNYAGILSQGLRIAPPE
APVTGYMFGKGVYFADMVSKSANY
CHTSQADPVGLILLGEVALGNMHEL
KKASHITKLPKGKHSVKGLGRSAPD
PRATVSLNGVDIPLGKGMNTNIDDT
SLLYNEYIVYDVSQVNLKYLLKIRFN
YQTSLW

NaN NaN NaN NaN NaN NaN NaN NaN None


