
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

Q5RJH6 SMG7_MOUSE Mus
musculus

Nonsense-
mediated
mRNA
decay
factor
SMG7

48.025651 T586;S948;S949 S519;T575;S732;S848 22645316;40885482;36852467;358
22049;34678516

MSLQSAQYLRQAEVLKAEMTDSKLG
PAEVWTSRQALQDLYQKMLVTDLEY
ALDKKVEQDLWNHAFKNQITTLQG
QAKNRANPNRSEVQANLSLFLEAAS
GFYTQLLQELCTVFNVDLPCRVKSS
QLGIISNKQTHSSTIVKPQSSSCSYIC
QHCLVHLGDIARYRNQTSQAESYYR
HAAQLVPSNGQPYNQLAILASSKGD
HLTTIFYYCRSIAVKFPFPAASTNLQK
ALSKALESRDELKTKWGVSDFIKAFI
KFHGHVYLSKSLEKLSPLREKLEEQ
FKRLLFQKAFNSQQLVHVTVINLFQ
LHHLRDFSNETEQHSYSQDEQLCW
TQLLALFMSFLGILCKCPLQNDSQE
SNNAYPLPAVKVSMDWLRLRPRVF
QEAVVDERQYIWPWLISLLNSFHPR
EDDLSNTNATPLPEEFELQGFLALR
PSFRNLDFSKGHQGITGDKEGQQRR
IRQQRLISIGKWIADNQPRLIQCENE
VGKLLFITEIPELILEDPSEAKENLIL
QETSVVESLATDGSPGLKSVLSTGR
NPSNSCDSGEKPVVTFKENIKPREV
NQGRSFPPKEVKSQTELRKTPVSEA
RKTPVTQTPSQTSNSQFIPIHHPGAF
PPLPSRPGFPPPTYVIPPPVAFSMGS
GYTFPAGVSVPGTFLQSTAHSPAGN
QVQAGKQSHIPYSQQRPSGPGPMN
QGPQQSQPPSQPPLTSLPAQPTAQS
TSQLQVQALAQQQQSPTKVIPALGK
SPPHHSGFQQYQQADASKQLWNPP
QVQSPLGKIMPVKQSYYLQTQDPIKL
FEPSLQPPVIQQQPLEKKMKPFPME
PYNHNPSEVKVPEFYWDSSYSMAD
NRAVMAQQPNMDRRSKRSPGVFRP
EQDPVPRMPFEDPKSSPLLPPDLLK
SLAALEEEEELIFSNPPDLYPALLGPL
ASLPGRSLFKSLLEKPSELMSHSSSF
LSLTGFSVNQERYPNSSMFNEVYGK
NLTTSSKAELNPSVASQETSLYSLFE
GTPWSPSLPASSDHSTPASQSPHSS
NPSSLPSSPPTHNHNSAPFSNFGPI
GTPDNRDRRPADRWKTDKPAMGGF
GVDYLSATSSSESSWHQASTPSGTW
TGHGPSMEDSSAVLMESLKSIWSSS
MMHPGPSALEQLLMQQKQKQQRG
QGAMNPPH

True False 2.796 4.315 0.944 1.308 False 0.964


