UniprotKB Entry organism [full name oglcnacscore o_glcnac P h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
Q5RJY4 DRS7B_RAT |Rattus Dehydrogenase/reductase (23.439218 NaN NaN 38843836 MISPSSRKGMLKERAMDLVTQTTIL [True False 0.512 [4.056 0.665 3.471 0.707 0.938 0.281

norvegicus

SDR family member 7B

PLLFGCLGIFSLFRLLQRTRSKAYLR

NAVVVVTGATSGLGKECARVFHAAG
IAKVVLCGRNVKALEEFTRELADSSS

SQGQTHQPCVVTFDLADPGAIAPAA

IAEILQCFGYVDILINNAGISYRGAISD
TIVDVDRKVMEINYFGPVALTKALLP
SMVERKRGHIVAISSIQGKISIPFRSA
IYAASKHATQAFFDCLRAEMKDSDIE

IVIVISPGYIHTNLSVNAVTADGSRYG
IALDKNTAQGRSAVEVAQDIFDAVGK
KKKDVLLTDFLPTMAVYIRTLAPRLF
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