UniprotKB Entry name |organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi [plasma extl"acellular
ID name sites sites reticulum apparatus membrane [region
Q5RZ65 IAGR2_DANRE |Danio \Anterior |26.412228 NaN NaN 40044042 MLKGLLSVLLVMVALSSALGKPEKT [NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio gradient TPKKEKEKRVPQTLSRGWGDQLIWA
protein QTYEEALFWSRSKNKPLMVIFHLED
2 CPHSQALKKAFAEDKEIQKLADEDF
homolog VILNLVYETTDKHLSPDGQYVPRIIFV
DPSMTVRADITGRYSNRMYAYEPAD
MKLLLSNMQRALKFLKTEL




