UniprotKB Entry name |organism [full name |oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em‘ioplasmlc golgi plasma extljacellular
ID sites sites reticulum apparatus membrane region
Q5SPD7 P5CR3_DANRE |Danio Pyrroline- [26.412228 NaN NaN 40044042 MSLSGASDKTSDSPDVFQIKIGFIGA [NaN NaN NaN |[NaN NaN NaN NaN NaN None
rerio - GNMAFGVAQGIIASGKVPPSNIIISAP
carboxylate SMNNLPRFKEKGVSVTHSNHEVVG
reductase GSRLIFLAVKPHIIPQVLKEISQEVTK
3 EHIIVSMAAGITIATLEELLPAGTHVI

RIMPNLPCMLLEGALLLSCGSHAGE
QEETLLKTLLGPCGLVEFGPESWIDA
HVGLSGSGVAFVYVFAEALADGAVK
MGMPSTLARRIAAQTILGAGVLLRD
SGKLPAELKAEVCTPGGTTIHGIHAL
EKGGFRAAAIGAVEAASERARELGN
KQKKN




