UniprotKB Entry name organism full name loglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plas:
ID sites reticulum |apparatus mem
Q5SQN1 SNP47_HUMAN Homo Synaptosomal- [35.182502 T162;S194;S242 |NaN 28657654;29485866;40307207;382 |MRAARRGLHCAGAERPRRRGRLWD |False False 1.727 [2.625 |False False False 3.0
sapiens |associated 53038 SSGVPQRQKRPGPWRTQTQEQMSR
protein 47 DVCIHTWPCTYYLEPKRRWVTGQLS

LTSLSLRFMTDSTGEILVSFPLSSIVE
IKKEASHFIFSSITILEKGHAKHWFSS
LRPSRNVVFSIIEHFWRELLLSQPGA
VADASVPRTRGEELTGLMAGSQKRL
EDTARVLHHQGQQLDSVMRGLDKM
ESDLEVADRLLTELESPAWWPFSSK
LWKTPPETKPREDVSMTSCEPFGKE
GILIKIPAVISHRTESHVKPGRLTVLV
SGLEIHDSSSLLMHRFEREDVDDIK
VHSPYEISIRQRFIGKPDMAYRLISAK
MPEVIPILEVQFSKKMELLEDALVLR
SARTSSPAEKSCSVWHAASGLMGRT
LHREPPAGDQEGTALHLQTSLPALS
EADTQELTQILRRMKGLALEAESEL
ERQDEALDGVAAAVDRATLTIDKHN

RRMKRLT




