UniprotkB Entry name organism [full name |oglcnacscore o'glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol jnucleus mitochndrion ent'loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q5SRI9 MANEA HUMAN |Homo Glycoprotein [27.603025 T73 NaN 39894887;40307207 MAKFRRRTCIILALFILFIFSLMMGL (False True 0.875 (0.985 |0.712 1.929 5.0 0.881 2.245
sapiens |endo-alpha- KMLRPNTATFGAPFGLDLLPELHQR
1,2- TIHLGKNFDFQKSDRINSETNTKNL

mannosidase

KSVEITMKPSKASELNLDELPPLNN
YLHVFYYSWYGNPQFDGKYIHWNH
PVLEHWDPRIAKNYPQGRHNPPDDI
GSSFYPELGSYSSRDPSVIETHMRQ
MRSASIGVLALSWYPPDVNDENGEP
TDNLVPTILDKAHKYNLKVTFHIEPY
SNRDDQNMYKNVKYIIDKYGNHPAF
[YRYKTKTGNALPMFYVYDSYITKPEK
WANLLTTSGSRSIRNSPYDGLFIALL
\VEEKHKYDILQSGFDGIYTYFATNGF
TYGSSHQNWASLKLFCDKYNLIFIPS
IVGPGYIDTSIRPWNTQNTRNRINGK
YYEIGLSAALQTRPSLISITSFNEWHE
GTQIEKAVPKRTSNTVYLDYRPHKPG
LYLELTRKWSEKYSKERATYALDRQ
LPVS




