UniprotKB Entry name lorganism full oglcnacscore o_glcnac ‘p.h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extl_'acellular
ID name sites sites reticulum apparatus membrane region
Q5SSM3 RHG44_MOUSE Mus Rho 24.474581 NaN S493;S805 33300544 MKKQFNRMRQLANQTVGRAEKTEYV |False False 3.007 |2.384 1.432 0.55 1.15 3.51 0.87
musculus |GTPase- LSEDLLQVEKRLELVKQVSHSTHKK
activating LTACLQGQQGAEADKRSKKLPLTTL
protein IAQCLVEGSAILGDDTLLGKMLKLCG
44 ETEDKLAQELIHFELQVERDVIEPLF

LLAEVEIPNIQKQRKHLAKLVLDMD
SSRTRWQQTSKSSGLSSSLQPAGAK
IADALREEMEEAANRVEICRDQLSAD
MYSFVAKEIDYANYFQTLIEVQAEYH
RKSLTLLQAVLPQIKAQQEAWVEKP
SFGKPLEEHLMISGREIAFPIEACVT
MLLECGMQEEGLFRVAPSASKLKKL
KAALDCCVVDVQEYSADPHAIAGAL
KSYLRELPEPLMTFELYDEWIQASNI
QEQDKRLQALWNACEKLPKANHNN
IKYLIKFLSKLSEYQDVNKMTPSNM
IAIVLGPNLLWPQSEGNITEMMTTVS
LQIVGIIEPIIQHADWFFPGEIEFNLT
GSYGSPVHVNHNANYSSMPSPDMD
PADRRQPEQARRPLSVATDNMMLE
FYKKDGLRKIQSMGVRVMDTSWVA
RRGSSAGRKASCAPPSMQPPAPPSE
LAAPLPSPLPEQVPDSPATPAPALSP
SGASLQPTPERPSVSKSKELSPGSGQ
KGSPGSIQGTPCPGTQLGPQPAASPS
QLPADQSPHTLRKVSKKVAPIPPKVP
FVQPGTVSDQPVGQPSPVSLSPTPPS
TPSPYGLSYPPGYSMASGQLSPASAP
PLASPSVFTSTLAKSRPTPKPRQRPT
LPPPQPPSVSLSASSPQSTEHPMLD
GMSPGESMSTDLVHFDVPSIHIELG
STLRLSPLEHARRHSATDKRDSEEE
SESTAL




