UniprotKB Entry name organism full oglcnacscore o_glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion e ic|golgi plasma eth:acellu]
ID mame sites reticulum |apparatus membrane [region
Q5SUF2 LC7L3_MOUSE |Mus Luc7- NaN S3;S110;S115;5420;5425;5431 [39627609;34887587 [MISAAQLLDELMGRDRNLAPDEKRS (True False 1.608 [4.599 [1.04 0.614 False 0.78 0.648
musculus [like NVRWDHESVCKYYLCGFCPAELFTN
protein TRSDLGPCEKIHDENLRKQYEKSSR
3
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