endoplasmic |golgi pl extracellular

}Jl;l iprotKB Entry name organism [full name [oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion . .
sites sites reticulum apparatus membrane region
Q5SV66 CCD42 MOUSE |Mus Coiled- 36.83566 S180;S188|NaN 40885482 MSLGMMEEEDLAEYFRLQYGERLL |False False 1.781 |2.612 [0.632 False False 0.606 0.521
musculus |[coil QLLQKFPNVEEQSDSPSIQLLEKKKE
domain- AKIMQEAMEHKKEAFQRRMETLNL
containing RWEELGIKEEQLKAHIQKFEQFIQE
protein 42 NDQKRIRALKKANKERELKRLRLRE
LAKAKQEMMALRLEHQKLSVKLQD

YAIFNKYLEKVVENSEFEEIHEVIAR
YKTLVSMHHDLMQSAQEGQEKIER
AKARLARYMEEKDDEILQHNNELAR
LQMRFDRARSDVIFWESRWAHIQN
TAAKKTLLLGTIKMATLNLFQIVSKQ
LKESTQVSLEDTHKQLDMIQQFIQD
LSDIWTEVKKKEQQQVRM




